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Advanced DNA Sequencing Technology

(DNA sequencing in free—solution electrophoresis)
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Capillary Array Electrophoresis (CAE)

‘ L.‘.q)]li:im'. cluinel waaie I

—_

(B)

Microfluidic Chip Electrophoresis

a2 1. Capillary array electrophoresis and microfluidic chip electrophoresis
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End—-Labeled Free—Solution Electrophoresis
(ELFSE)
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