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A Study of Optium Condition of RAPD for the Analysis of
Genetic Characteristics by Autumn Leaf Color of Zelkova serrata

Byoung Kon Choi” and Kwang Ja Bang"

U Department of Environmental Resources, Sang Myung Univ., Seoul, Korea

ABSTRACT

This study was carried out to find out what is the optimum conditions for RAPD of Zelkova serata.
We changes the factors what affect to PCR band patterns, as a result, we established the optimum
conditions as follows; template DNA 100ng, primer 0.25uM, dNTP 100mM, Taq polymerase 1.0u,
and total reaction volume was filled up to 10uL with distilled water. As the amount of primers went
higher, PCR reaction rates were lowered. This reason was cause by exhaustion of primers during initial
reaction. The amount of dNTP didn’t showed noticable differtations between the range, but the
optimum amount was 100mM for efficiency. Taq polymerase 1.0 unit was the best in the range. As
the concentration of polymerase were increased, many non-specific bands were appeared. In primer
selection, most Openron Random Primers are amplified in this experiment. The primers GC contents
were 60, and set A, B, C, D, E, X were tested.

Thermal cycler(ASTEC PC808, Japan) condition was, 95C, 5min, initial denaturation, 94C, 20sec,
denaturation, 377, 40sec, annealing, 727, Imin, extention, 45cycle repeated and final extention 72C,
10min.
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Table 1. Optical density of genomic DNA from zelkova serrata.

dsDNA S}

zz A260 A280 g

(ng/ul)
RO1 0.0517 0.0516 0.0302 0.0297 1 258
RO2 0.0985 0.0991 0.0598 0.0604 1.6 494
RO3 0.2022 0.2004 0.1234 0.1218 1.6 1007
RO4 0.2802 0.2825 0.2143 0.2164 1.3 1407
ROS 0.1121 0.1128 0.0772 0.0768 1.5 562
RO6 0.1737 0.1666 0.1289 0.1206 14 851
RO7 0.1259 0.1239 0.0789 0.0775 1.6 625
RO8 0.1385 0.1374 0.0929 0.0925 15 690
RO9 0.1796 0.1721 0.1292 0.1252 1.4 879
R10 0.3164 0.3141 0.2213 0.2205 1.4 1576
YO1 0.0905 0.0911 0.0574 0.0587 1.6 454
Y02 0.0803 0.0799 0.0496 0.0494 1.6 401
Y03 0.0362 0.0448 0.0218 0.0272 1.7 203
Y04 0.0722 0.0739 0.0483 00487 15 365
Y05 0.0893 0.0919 0.0572 0.059 1.6 453
Y06 0.0301 0.0294 0.0199 0.0189 1.5 149
Y07 0.0897 0.0871 0.0553 0.0538 1.6 442
Y08 0.1876 0.1847 0.1163 0.1137 1.6 931
Y09 0.146 0.1462 0.0816 0.0807 18 731
Y10 0.0916 0.092 0.0523 0.051 1.8 459
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0.125uM, 0.25uM, 0.5uM, 0.75uM2] F T & A}-&
sl vh371A| 2 0.8% agarose gelol| 4] & als}
it

5. dNTPS| S=

dNTPS] EX+ 100uM ¢A] 300uM 7}A]
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