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Bootstrap Analysis of ILSTS035 Microsatellite Locus
in Hanwoo Chromosome 6
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Abstract

We selected, in previous research, a major DNA Marker 235bp of
ILSTS035 microsatellite locus in progeny test Hanwoo chromosome 6. We
apply a major DNA Marker 235bp to  perormance valuation Hanwoo
chomosome 6. We use bootstrap BCa method and calculate confidence
interval. A major DNA Marker 235bp is verified that it does not have
environmental effect but affects primely economic trait factor.
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A A= T2 microsatelliteE ©]-83F3 )t} microsatellitedt A& Aol EA|8F=
G971 E(simple repetitive sequence)E9 TE2 WHEGS 49 wWolo uwE
DNATEA S YelgE 2oz 1~6709 nucleotide”} ¥HE G714 Iz FAH gl
= AoE B3 HYOoH(Rassman 5, 1991), ©]E microsatelliteE2 FH 9 5o 4
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A= 54 dH g 43 DNA marker® WERSETH

< 3% 1 > ILSTS035 W DNA markers ZAAE =AY HHF (): 5

DNA | DNA | DNA | DNA | DNA | DNA | DNA | DNA | DNA
marker | marker | marker | marker | marker | marker | marker | marker | marker
210bp | 215bp | 230bp | 235bp | 240bp | 245bp | 255bp | 260bp | 266bp
(28) (171) (57) (142) (79) (145) | (161) | (186) (22)
L
;]j -0.4673] 0.0847 | -0.0452| 0.1626 |-0.8783]-0.1584| -0.096 |-0.0024| 0.2409
[e}
e
=3 -0.0592| -0.036 | 0.1029 | 0.0994 | -0.024 |-0.2266| 0.0643 | -0.028 |-0.3676
[e)
=
;]'SL -0.2140(-0.1031| -0.027 |-0.1068| 0.1665 | 0.2498 | -0.011 | 0.0951 |-0.3222
[e]
5S4 1-0.2113|-0.0379| -0.2214 | 0.2226 | -0.067 |-0.0549|-0.0179|-0.0091 | -0.1083

e Fo|A, FEAEW(bootstrap) HAAH ‘?3 (Visscher et al, 1996)% o] &3}
DNA markerel] gt 22 F7Hs F8 5 A2 G4 AA A
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<Y 1>oA ZARE td RA~E@ A3 DNA marker 215bp, 235bp,
266bpE -3 DNA Marker2 &3t 4= 9lt}, 3lA 9k DNA marker 266bpe =&
Har kol vl W AFHFE M AL & S Qdrh <9 2>oA LT A ol
g3 BAE® Ay Eo]3k 94 DNA Marker7} §ith. <28 3>0lA SX|H F7 0
gt F~E3: A3 DNA marker 240bp, 245bpE 3%+ DNA Marker® #H©Hsh &
Aot <2y 4> TA dHHo ek F~E A3 DNA marker 235bpE
3k DNA Marker2 #Hwg <= 9ltb. DNA Marker 215bp, 235bpi= WA ¥ =,
DNA Marker 240bp, 245bp A% F7 o], DNA Marker 235bpe 54 w2
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