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Detection of Rice Stripe Virus using RT-PCR
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Until now, occurrence of rice stripe virus (RSV) is limitted in southern part of Korea. However, recently the
occurrence of RSV is increased and spreaded in central part of Korea including Chungcheong and Kyonggi
province. It is very difficult to distinguish RSV symptoms on virus symptom physiological damage of rice. We
detected RSV viral RNA from infected rice and its insect vector Laodelphax striatellus using specific primer of
RSV-polymerase and coat protein gene with reverse transcription (RT)-PCR. The result of RT-PCR, we
observed specific band including RSV-polymerase (1,023 bp) and CP (969 bp) in both host of rice and insect

vector.
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Fig. 1. Infected rice plants. The symptoms induced of general leaf
striping, yellowing and a distinct white coloring of the leaf stripe.
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Fig. 2. Agarose gel eletrophoresis of RT-PCR products which are specific to RSV-polymerase gene from extracted with (a) infected plants
(b) individual infected insect vector. Lane 1 in (a) and (b), 100 bp ladder molecular size marker. The expected size of 1,023 bp PCR frag-

ment are indicated with arrowheads.
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Fig. 3. Agarose gel eletrophoresis of RT-PCR products which are specific to RSV-coat protein gene from extracted with (a) infected plants
(b) individual infected insect vector. Lane 1 in (a) and (b), 100 bp ladder molecular size marker. The expected size of 969 bp PCR frag-

ment are indicated with arrowheads.
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