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Morphological Characteristics and Genetic Relationship
by RAPD Marker in Iris spp.
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ABSTRACT This study was conducted to observe the morphological characteristics and to analyse genetic

relationship using RAPD markers in 9 species of Iris. The period of flowering was shown very broad among 9

species of Iris, from April 22 to June 9. The flower stalk was fluctuated from 9.0 cm (/. rossii) to 104.0 cm

(lensata). . ensata has the largest flower size and followed by I. laevigata, I. tectorum, I. sanguinea, I. pseudacorus, |.
lactea, [. rossii, . minutoaurea, I. odaesanensis. Among the 108 ampilified bands by PCR with 8 random primers,

107 showed polymorphism and only one showed monomorphism among 9 species of Iris. The average

dissimilarity coefficient among 9 species of Iris was 0.252. The range of dissimilarity coefficient was shown as from

0.095 to 0.609. Nine species were divied into three groups. The first group was I tectorum, and the second group

was [. lactea, I. laevigata, I. pseudacorus, I. odaesanensis. I. minutoaurea, I. rossii, I. sanguinea, I. ensata were belong

to group three.
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Table 1. Random primers showed polymorphism in Iris species.

Tm GC
No.code Sequence value content

(©) (%)
ope-02 GGTGCGGGAA 34 70
ope-03 CCAGATGCAC 32 60
ope-04 GTGACATGCC 32 60
ope-06 AAGACCCCTC 32 60
ope-07 AGATGCAGCC 32 60
ope-11 GAGTCTCAGG 32 60
ope-12 TTATCGCCCC 32 60
ope-14 TGCGGCTGAG 34 70
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Table 2. Morphological Characteristics of Iris species.
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Figure 1. DNA banding patterns from 9 species of Iris using operon
primer 2, 3, 4, and 6. Lane M indicates A Hind 111 size marker. Lane
1: I laevigata, lane 2, and 5: Lensata, lane 3: I tectorum, lane 4: .
pseudacorus, lane 6: L lactea, lane 7: I. sanguinea, lane 11: I
odaesanensis, lane 13: . rossii, lane 15: I. minutoaurea

. Flowe-ring Leaf Flower stalk ~ Quter perianth Capsule
Species ; - Flower color
period length (cm) width (cm) (cm) length (cm) length (cm)
Llaevigata 58 68.114.7 22102 79070 9.0+04 63108 blue purple
Lensata 6.8 82.01£8.6 1.7£0.7 90.2*11.2 8.310.2 3.3+05 Pale red purple
Ltectorum 5.8 43.0%£7.0 2.1%0.2 75.0£14.0 6.81t04 6.8%0.6 Dark purple
Lpseudacorus 5.13 86.0£8.6 2203 74072 6.5104 5.5%0.6 Yellow
lLensata 6.9 77.6X14.8 1.3%0.3 104.0£12.0 9.2%0.1 3.2303 Pale red purple
Llactea 4.25 80.9=%12.6 1.010.2 38.013.5 6.010.2 7.8%0.3 Pale blue purple
L.sanguinea 5.10 68.114.7 1.9%0.3 82.0*14.8 59103 47103 blue purple
lLodaesanensis 4.22 28.6%8.4 1.2£04 9.3%1.3 33102 3.1%20.3 White
Lrossii 4.22 28.0+3.2 0.510.1 9.0x1.2 4.5%0.2 0.6£0.2 Purple
Lminutoaurea 4.22 40.1x7.2 1.020.1 10.0+1.2 3.1%0.1 2.6%0.3 Yellow
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Figure 2. DNA banding patterns from 9 species of Iris using operon
primer 7, 11, 12, and 14. Lane M indicates A Hind 1II size marker.
Lane 1: I laevigata, lane 2, and 5: I ensata, lane 3: I tectorum, lane
4: I pseudacorus, lane 6: I lactea, lane 7: I. sanguinea, lane 11: L
odaesanensis, lane 13: I rossii, lane 15: 1. minutoaurea

S B 4 U3, primer 3-& lane 6 7} 15, primer 4= lane
13} 3, primer 6-2 lane 13}, 3, primer 7 lane 33} 7, primer 11
L Jane 2 9} 4, primer 142 lane 13}, 3, lane 29} 4, lane 113}
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A B EE7He] 0.699E L}E}‘;}E} (Figure 3).
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(6) I. lactea
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(4) I. pseudacorus

0.095 0.219
. 0.185
(11) I. odaesanensis 0.332

(15) I. minutoaurea

o
(13) . ensata —]
0.259
(2) 1. rossii }
(7) I. sanguinea 0.232

(5) I. ensata 0.211

Figure 3. Genetic relationship using 108 RAPD markers of Iris
species
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