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ABSTRACT

J. Anim. Sci. & Technol. (Kor.) 45(6) 885~890, 2003

This study was conducted to estimate the growth curve parameters of 253 heads of F2 population produced
by inter-crossing F1 from Korean Native boars and Landrace sows, and to estimate the effects of Leptin
receptor gene(LEPR) on their growth characteristics. Growth curve parameters were estimated from nonlinear

regression using Gompertz model individually.

Average mature weight and average maturing rate estimated were 179.69+4.40kg and 0.3103+0.0043,
respectively. The effect of sex was insignificant for all the parameters estimated from Gempertz model(p ».05),
and the effect of calving group was significant for mature weight and maximum growth rate at inflection point
(r <.05). The effect of LEPR genotype were significant for all the growth curve parameters(f ¢ .05). According
from the results of the least squares means of growth curve parameters by LEPR genotypes, mature weight
and point of inflection were highest in genotype AA in which the maturing rate was the lowest, and were
lowest in genotype DD in which maturing rate was the highest, reversely.
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Fig. 1. Genotype of LEPR microsatellite marker for F2.
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Table 1. Means with their standard errors and coefficients of variation of growth curve paramet-
ers using Gompertz model for the individual weight-age data®

A b k Wy ty oWt,/ot
179.69+4.40  4.5441+0.0242 0.3103+0.0043 69.36+1.69 5.14+0.09 19.185+0.237
0.387 0.085 0.218 0.387 0.264 0.196

YA, b and k are fitted parameters for mature weight, growth ratio and maturing rate, respectively; Wt is weight at

inflection; t; is age of month at point of inflection;
means the slope of curve at inflection.

ti/ g is maximum rate of growth gain(kg/month), which
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Gompertz model for the individual weight-age data by calving and sex"
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Table 2. Least square means and their standard errors of growth curve parameters using

)

n A k t oWt/ ot
Sex Male 131 178.24+6.26 0.3156 + 0.0062 5.04 +0.12 19.428 +£0.333
Female 122  177.29+6.51 0.3079 + 0.0064 517 £0.13 18.783 £ 0.346
Calvingz) 1st 147  190.73 + 5.772 0.3092 + 0.0057 5.23+0.11 20.025 + 0.3072
2nd 106  164.80 +7.39 0.3143 £ 0.0073 498 +0.15 18.185 + 0.393

YA and k are fitted parameters for mature weight and maturing rate, respectively; t, is age of month at point of
inflection; & G/¢ is maximum rate of growth gain(kg/month), which means the slope of curve at inflection.
2R populations were divided into two calving group; first group were born in May~ 1ly, 2000, and second

group were born in February~ pril, 2001.

Table 3. Least square means and their standard errors of growth curve parameters using
Gompertz model for the individual weight-age data by LEPR genotype®

Genotype n A k ty aWt,lat
AA 16 22753 +17.15° 0.2680 + 0.0169° 6.03+0.34° 20.963 + 0.912°
AB 20 177.13+15.17™  0.2990 + 0.0150™ 5.32+030"  18.150 +0.807™
BB 18 170.03+16.37°  0.3301 +0.0161% 477+0.32° 19561 +0.870™
BC 23 159.03 +14.25°  0.3210 +0.0140% 4.78 +0.28" 17.839 +0.758°
cc 33 17058 +11.71°  0.3070 + 0.0115™ 5.17 +0.23° 17.995 +0.623°
CE 61 186.23+ 8.66" 0.2986 + 0.0085™ 5.35+0.17°  19.069 + 0.460™
DD 25 141.75 + 13.94° 0.3510 + 0.0137° 430 +0.27° 18.211 +0.741™
DE 24 183.99 + 13.70° 0.3181 + 0.0135% 5.08+0.27° 20.258 + 0.728"
EE 33 183.62 +11.91° 0.3128 +0.0117° 5.14 +0.23" 19.900 + 0.633*

YA and k are fitted parameters for mature weight and maturing rate, respectively; t; is age of month at point of
inflection; @ G/ is maximum rate of growth gain(kg/month), which means the slope of curve at inflection.
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