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ABSTRACT

Genetic variation in field grown Korean ginseng(Panax ginseng C.A_Meyer) was evaluated
using random amplified polymorphic(RAPD) markers. (This experiment was carried to
collect the local native from farm of Chungnam National University in Korea in order to
investigate genetic variation.) Some morphological characters showed considerable variaton
ranging 22 to 68cm in plant hight, 10 to 38mm in root diameter, 16 to 86g in root weight,
and culum color and flowering date, respectively. Ten RAPD primers out of the 32 which
produced reproducible bands in 662 Korean ginseng plants were selected for the further
study. The total number of bands generated by 10 primers were 108 and among them 103
were polymorphic among the 662 plants with the polymorphism ratio of 94.5%. A total of
662 plants were classified into 16 groups based on polymorphic data with an URP 05

primer.
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Tablel. Frequency distribution of blooming date in Panax ginseng C.A.Meyer from a population in Korea

Blooming date May/16-18 May/19-20 May/21-22 May/23-24
No. of plants 275 237 172 24
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Fig. 1. Frequency distribution of root diameter, stem color, root weight and stem length in Panax ginseng population

from farm of Chungnam National University in Korea
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Table 2. Number of the total and polymorphic bands
produced using RAPD primers in 16 Korean ginseng
plants

No. of polymorphic

.Primer No. of bands
bands

URP 05 14 13
URP 09 8 7
URP 11 9 7
OPA 02 10 9
OPA 04 12 12
OPA 07 12 12
OPA 10 11 11
OPA 12 11 11
OPA 14 8 8
OPA 20 14 13

Total 109 103

o) A band7} }E}F T

URP 59| 9J3) ZZ4d band9] #F°l whe} A4S
B 73} Table 33} 2t} A group& 1,300, 1,198,
1,098, 900, 750bp2] band, B group2 2,654, 1,198,
750bpe] band, C group& 2,654, 1,198, 300, 200bp]
band, D group2 1,198, 1,098, 900, 750bp<] band, E
group< 750, 500, 450, 300bp<e] band, F group2
2,654, 2,545, 1,605, 1,300, 1,198, 1,098, 900, 750,
600bp2] band, G group2 1,198, 1,098, 750, 200bp2]
band, H group-& 1,198, 750bp2] band, I group2
1,300, 1,198, 900, 750,bp2] band, J group-< 1,300,
1,198, 750, 200bpe} band, K group& 1,300, 1,198,
750bp2] band, L group2 1,198, 750, 300, 200bp2]
band, M group2 900, 750bp2] band, N group< 2,654,
2,545, 1,198, 900, 750, 600bp2] band, O group-2
2,654, 2,545, 1,198, 750, 450, 4002] band, P group-&
2,654, 2,545, 1,198, 750bp2] band 2 &£ & 1t}

66271 A 2] Q14H2 A group 307, B group 147§
A, C group 3271 A, D group 2274 A, E group 271 #], F
group 6870 4], G group 1470 A], H group 5070 A, I
group 667§ A, J group 267§ A], K group 327§ 4], L
group 3270 A, M group 607) &], N group 247) A, O
group 8070 A, P group 11070 A 2 F-£ =] ¢l t}(Table
4).
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Fig. 2. RAPDs profiles obtained from 16 Korean
ginseng plants with primer an URP 05.

Lane M: Molecular marker, lane A: CG204, lane B:
CG107, lane C: CGO030, lane D: CG108, lane E:
CGO16, lane F: CG143, lane G: CG119, lane H:
CG403, lane I: CG098, lane J: CG311, lane K: CG312,
lane L: CG421, lane M: CG514, lane N: CG606, lane
0: CGO76, lane P: CG694
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Table 3. Classification of Korean ginseng samples by RAPDs profiles with primer URPS

Size of Group
bands(bp) A B D E F G H | J K L M P
U*5-2,645 -  + - -+ - - - - - - -+ +
U5-2,545 - - - - + - - - - - - -
U5-1,605 - - - - + - - - - - - - - - -
U5-1,300 + - - - + - - - - - - -
U5-1,198 + + + - + + + - + + +
U5-1,098 + - + - + - - - - - - - - -
U5 -900 + - + - + - - - - - + - -
U5 -750 + + + + + + + + + + + + +
U5 -600 - - - - + - - - - - - - + - -
U5 -500 - - - - - - - - - - - - - -
US -450 - - - - - - - - - - - - + -
U5 -400 - - - - - - - - - - - - - + -
U5 -300 - - - + - - - - - - - - - -
U5 -200 - - - - - + - - + - - - - -
+: presence, - : absence.
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