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Abstract The promoter that plays a very important role in gene expression as a signal part has
various binding sites for transcription factors. These binding sites are located on various parts in
promoter region and have highly conserved consensus sequence patterns. This paper presents a new

method for the consensus pattern search in promoter regions using genetic algorithm, which adopts
the assumption of N-occurrence-per-dataset model of MEME algorithm and employs the advantage
of Wataru method in determining the pattern length. Our method will be employed by genome
researchers who try to predict the promoter region on anonymous DNA sequence and to find out the

binding site for a specific transcription factor.
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