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MOLECULAR IDENTIFICATION OF BACTERIA
FROM OSTEOMYELITIS OF THE JAWS
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Dept. of Oral & Maxillofacial Surgery, Dept. of Human Biology*, Department of Oral Biochemistry**,
College of Dentistry, Oral Biology Research Institute, Chosun University

The purpose of this study was to isolate and identify the bacteria in osteomyelitis lesion of 3 patients. Two lesions were due to the
post-infection after extraction. The other was resulted from mal-fixation of both sides of mandibular angles. Pus samples were collected
by needle aspiration from the lesion and examined by culture method. Bacterial culture was performed in three culture systems (anaer-
obic, CO2, and aerobic incubator). Identification of the bacteria was performed by 16S rRNA gene cloning and nucleotide sequencing
method. Our results showed that Streptococci species was predominantly isolated in both lesions of extraction socket. Only one species
(Proteus vulagris) was detected in lesion of mandibular angle. This study was not sufficient to identify the causative bacteria in those
osteomyelitis. However, our data may be offered the clue to solve the problem.
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Table 1. Bacteria isolated from the 1st patient (at 37°C in atmosphere condition)

Strains Genus or species match [Gene Bank access number] Identity(%)
ChDC* B214 Neisseria pharyngis NCTC 4590 [AJ239281] 97
Neisseria flava U40 [AJ239301] 97
Neisseria sicca Q28 [AJ239293] 97
ChDC B215 Streptococcus parasanguis ATCC 15912 [AF003933] 99
Streptococcus parasanguinis ChDC OS49 [AF543299] 99
ChDC B216 Streptococcus gordonii ATCC 10558 [AF003931] 99
Streptococcus mitis NCTC 3165, MAFF 911479 [AB002520] 99
ChDC B217 Streptococcus parasanguis ATCC 15912 [AF003933] 99
Streptococcus parasanguinis ChDC OS49 [AF543299] 99
Streptococcus spp. oral clone BE024 [AF385550] 99
ChDC B218 Streptococcus spp. oral strain T1-E5 [AF385525] 99
Streptococcus spp. oral clone MCE7_144 E1 [AF481230] 99
ChDC B219 Streptococcus sanguinis ChDC OS38 [AF543290] 97
Streptococcus sanguis ATCC 10556 [AF003928] 97
ChDC B220 Neisseria mucosa LNP405 [AJ239282] 99
Neisseria flava U40 [AJ239301] 99
Neisseria sicca Q13 [AJ239292) 99
Neisseria pharyngis NCTCA4590 [AJ239281] 99
ChDC B221 Neisseria subflava U37 [AJ239291] 98
ChDC B207 Neisseria mucosa M5 [AJ239279) 99
ChDC B209 Rothia mucilaginosa DSM [X87758] 99
ChDC B210 Streptococcus salivarius [AF459433] 99
Streptococcus salivarius ATCC 13419 [M58839) 99
ChDC B212 Streptococcus parasanguis ATCC 15912 [AF003933] 99
ChDC B213 Streptococcus parasanguis ATCC 15912 [AF003933] 98
Streptococcus parasanguinis ChDC OS49 [AF543299] 98
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Table 2. Bacteria isolated from the 1st patient (at 37°C in CO2 enriched condition)

SAYE IS 0S8 AT S+ B9 A

7 =X

I Sso

Strains Genus or species match [Gene Bank access number] Identity (%)
ChDC B180 Streptococcus gordonii ATCC 10558 [AF003931] 99
Streptococcus mitis NCTC 3165, MAFF 911479 [AB002520] 99
ChDC B181 Streptococcus anginosus 367 [AF145239] 99
Streptococcus anginosus 1204 [AF145240] 99
ChDC B182 Streptococcus spp. oral clone BWO009 [AY005042] 98
ChDC B183 Streptococcus mitis 209 [SMI295853] 98
Streptococcus mitis 127R [SMI295848] 98
ChDC B184 Streptococcus salivarius [AF459433] 98
Streptococcus salivarius ATCC 13419 [M58839) 98
ChDC B185 Streptococcus parasanguis ATCC 15912 [AF003933] 99
ChDC B186 Streptococcus spp. 2056B [AF316593) 98
Streptococcus mitis ATCC 49456 [AF003929) 98
ChDC B187 Streptococcus salivarius [AF459433] 99
Streptococcus salivarius ATCC 13419 [M58839) 99
Human oral bacterium C23 [AF202012) 99
ChDC B192 Neisseria subflava U37 [AJ239291] 99
ChDC B193 Streptococcus gordonii ATCC 10558 [AF003931] 99
Streptococcus mitis NCTC 3165, MAFF 911479 [AB002520] 99
ChDC B194 Streptococcus spp. oral strain H3-M2 [AF385523] 99
ChDC B195 Streptococcus parasanguis ATCC 15912 [AF003933] 99
Streptococcus parasanguinis ChDC OS49 [AF543299] 99
ChDC B196 Streptococcus spp. oral clone DN025 [AF432131] 98
Table 3. Bacteria isolated from the 1st patient (at 37°C in anaerobic condition)
Strains Genus or species match [Gene Bank access number] Identity(%)
ChDC B227 Streptococcus spp. oral strain H3-M2 [AF385523] 98
Streptococcus spp. oral clone DN025 [AF432131] 98
ChDC B228 Granulicatella adiacens 10/833 [AJ312375) 98
Abiotrophia para-adiacens TKT1 [AB022027] 98
Abiotrophia adiacens GIFU12706 (ATCC49175) [D50540] 98
ChDC B229 Streptococcus spp. oral strain H3-M2 [AF385523] 99
Streptococcus mitis ATCC 49456 [AF003929) 99
Streptococcus oralis ATCC 35037 [AF003932] 99
ChDC B230 Eikenella corrodens [AF320620] 90
ChDC B231 Streptococcus mitis 209 [SMI295853] 99
Streptococcus mitis ATCC 49456 [AF003929] 99
ChDC B232 Streptococcus anginosus 367 [AF145239] 99
Streptococcus anginosus 1204 [AF145240] 99
ChDC B233 Gemella haemolysans ATCC 10379 [L14326] 98
ChDC B234 Streptococcus salivarius [AF459433] 98
Streptococcus salivarius ATCC 13419 [M58839) 98
ChDC B235 Uncultured Veillonella spp. clone BU083 [AF366266] 98
Veillonella parvula CIP 60.1 [AF439640] 98
ChDC B236 Streptococcus spp. oral strain T1-E5 [AF385525] 97
Streptococcus intermedius ATCC27335 [AF104671] 97
ChDC B239 Streptococcus spp. oral strain T1-E5 [AF385525] 98
Streptococcus mitis ATCC 49456 [AF003929] 98
ChDC B241 Streptococcus gordonii ATCC 10558 [AF003931] 99
Streptococcus mitis NCTC 3165, MAFF 911479 [AB002520] 99
ChDC B242 Streptococcus mitis 209 [SMI295853] 99
Streptococcus mitis ATCC 49456 [AF003929] 99
Streptococcus oralis ATCC 35037 [AF003932] 99
ChDC B243 Uncultured Veillonella spp. clone BU083 [AF366266] 99
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Streptococci =91 A2 AA AT} E3l, Neisseria £0] 17),
Abiotrophia £ ¢] 17, Actinomyces odontolyticus o] 17), Proteus vulgaris = 7+o] 7 & = 1 tH(Table 7 & 8).

Table 4. Bacterium isolated from the 2nd patient (at 37C in atmosphere condition)

Strains Genus or species match [Gene Bank access number] Identity(%)
ChDC B315 Streptococcus spp. oral clone FNO51 [AF432135] 98
Streptococcus parasanguis ATCC 15912 [AF003933] 98
Streptococcus parasanguinis ChDC OS49 [AF543299] 98
ChDC B316 Neisseria mucosa M5 [AJ239279] 98
Neisseria perflava U15 [AJ239295] 98
Neisseria flavescens LNP444 [AJ239280] 98
Neisseria subflava NJ9703 [AF479578] 98
ChDC B317 Streptococcus spp. oral strain T1-E5 [AF385525] 97

Table 5. Bacteria isolated from the 2nd patient (at 37°C in CO2 enriched condition)

Strains Genus or species match [Gene Bank access number] Identity(%)

ChDC B338 Streptococcus oralis ATCC 35037 [AF003932] 98
Streptococcus mitis ATCC 49456 [AF003929] 98

ChDC B339 Abiotrophia para-adiacens TKT1 [AB022027] 98

Table 6. Bacteria isolated from the 2nd patient (at 37°C in atmosphere condition)

Strains Genus or species match [Gene Bank access number] Identity(%)
ChDC B400 Prevotella spp. oral clone BI027 [AY005064] 99
ChDC B401 Actinomyces odontolyticus CCUG 32834 [AJ234042] 99
ChDC B402 Streptococcus oralis ATCC 35037 [AF003932] 99
Streptococcus mitis ATCC 49456 [AF003929] 99

Table 7. Bacterium isolated from the 3rd patient (at 37°C in CO2 enriched condition)

Strains Genus or species match [Gene Bank access number] Identity(%)
ChDC B156 Proteus vulgaris IFAM 1731 [X07652)] 99
Proteus vulgaris CIP103181T(ATCC 29906) [AJ301683] 929

Table 8. Bacterium isolated from the 3rd patient (at 37 in anaerobic condition)

Strains Genus or species match [Gene Bank access number] Identity(%)
ChDC B169 Proteus vulgaris IFAM 1731 [X07652] 99
Proteus vulgaris CIP103181T(ATCC 29906) [AJ301683] ]
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