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ABSTRACT

This study was performed to select marker which can identify genetic variation between
mother plant and in vitro cultured plantlets of strawberry by PCR using random primer.
When ‘Yeobong' DNA extracted was treated with proteinase-K and RNase-H, clear DNA
bands were shown. The optimal condition for RAPD in strawberry was to use 50ng of
template DNA, 10pmol of primer, 370C of annealing temperature, and 45 cycles of PCR.
After establishing above PCR optimal condition, RAPD pattern was investigated by using
UBC primers. PCR was performed, and 46 of 90 primers produced PCR product showing
158 total bands. GC content was compared between the primers forming bands and no
bands. The GC content showing bands was average 67.4%, whereas primers showing no
bands 58%.
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Fig. 1. Gel electrophoresis of strawberry genomic DNA
treated (A) and (B) RNase and proteinase K.
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Fig. 3. RAPD pattern of strawberry DNA amplified at

Fig. 2. Optimal PCR condition at different template different annealing temperature (A, 37C; B, 45C; C,
DNA concentration(A) andprimer amount(B). (A) A, 55%) and primers (a, UBC primer 308; b, UBC primer
Ing; B, 10ng; C, 50ng; D, 100ng: (B) A, 1pmol; B, 332; ¢, UBC primer 345; d, UBC primer 358; ¢,UBC
1.6pmol; C, Spmol; D, 10pmol. M; marker. primer 364; f, UBC primer 375; g, UBC primer 389).

Table 1. Number of PCR products obtained from genomic DNA of strawberry “Yeobong' using 300s of UBC primers.
No. of UBC primer  GC content (%) No.of band  No. of UBC primer  GC content (%) No. of band

301 70 3 345 80 7
302 80 2 348 80 5
303 80 6 349 70 7
304 70 5 350 70 3
305 70 4 351 80 4
308 70 1 352 60 3
312 70 2 353 70 2
313 70 7 356 80 3
318 70 4 358 80 2
319 90 4 359 70 3
320 60 3 360 70 5
322 60 5 361 70 4
323 60 1 362 60 2
327 50 6 364 80 1
329 70 4 368 60 2
330 ’ 60 3 369 60 2
331 60 2 370 70 3
332 50 1 372 70 3
333 60 6 373 50 1
335 70 4 374 60 1
336 70 4 375 70 5
337 70 1 388 80 6
338 60 2 389 80 4

GC content of selected primers(46) 67.4

GC content of non selected primers(44) 58.0

GC content of total primers(90) 66.9
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Fig. 4. RAPD band pattern amplified from strawberry
genomic DNA by using selected UBC primers(No. 30,
31, 50, 302, 308, 309, 346, 352, 358, 361, 362 and 368)
and by using three different cultivars (A, Bokyo: B,
Suhong; C, Yeobong). M:marker.
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