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T2 A7l Asick = RS T FFEE Fol
A dojubs fAF AT AEY AL dNH2E HA
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cross-over) & 3 FAAE Almol A deletion A7 21 ¢
Aol EARNAE A AJAE § AcH45). o)HF FFo]
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EE 453 AxTol dojdrt [26]. Wb ERFFe)e] A
§ F4A knock-outS 93 WEle] AFEL PCR SEZ02 4
A HEE = Yol B FAxY 75 B3R JUTH1S,
25, 43]. ©]2%t PCR-based gene targeting ¥'Ho] E3leo]
LA APLE-Hol?] Ashbya gossypiidlE Z-&o] 1 QAT
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