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Abstract
The aims of this study were to examine contamination sources and provide the basic data in

establishment of sanitary standard for raw pork meat. From "Random sampling (1)”

. initial tota]

plate counts of post—slaughter samples for the group A, B and C were 1.5x10" cfu/cm? 55%10°

cfu/em® and 1.8x10° cfu/cm

respectlvely and of post- prechllhng samples for the group A, B and
C were 1.0x10" cfu/cm®, 46x10° cfu/cm® and 2.5x10* cfu/cm’,

respectively, Initial total plate

counts of post-transportation samples for the group D, E and F did not increased, as did the group

A, B and C. From "Normal sampling (I)"

. Initial total plate counts of post-slaughter,

post—prechilling. post-transportation and post-2 days preservation samples were 7.3% 10 cfu/cm?, 9.6
x10" cfu/em?, 20%10° cfu/cm® and 25%10° cfu/cm’ respectively. From "Clean sampling (1I)",

initial total plate counts of post-slaughter, post prechllhng post- transportatlon and post 2 days
preservatlon samples were decreased to 7.0x10? cfu/cm?, 7.5 10? cfu/cm? 85x10% cfu/cm® and 5.5

% 10" cfu/cm®, respectively, compared with "Normal sampling ()"

. No E. coli 0157:H7, Staphylo-

coccus aureus and Salmonella were detected at each sampling step. Consequently, a slaughter method
like "Clean sampling ()" showed a better sanitary effect to low total plate counts of 10°~10° times,

compared with "Normal sampling (11)".

The one of contamination sources for raw pork meat was

at a slaughtering step, and "Clean sampling” method may be considered as the one of sanitary

standards.
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Table 1. Measurement of total plate count, coliform, E. coli Q157.H7, Staphylococcus aureus and

Salmonella under pork meat marketing process

Post-Prechilling

ample Group Post-Slaughter
Item A® B’

c® A B C

Total plate 15x10'  55x10°
count (cfu®/cm®)

Coli form 7.0
(cfu®/cm®)

E. coli 0157:H7 -° -

Staphylococcus - -

15.0

aureus
Salmonella - -

1.8x10*

1.0x10* 46x10° 25x10*

8.0 13.0 45.0 30.0

Post-2 days preservation

ample Group Post-Transportation
b b
Item D E

F° D E F

Total plate count
(cfu?/cm®)

Coli form
(cfu’/cm?)

E. coli 0157:H7 - -

Staphylococcus - -

70x10'  g9oxio*

20.0 20.0

aureus

Salmonella - -

75%x10*

25x10° 2.7x10 23x10*

95 250 20.0 10.0

a: Colony forming unit.

b: Group A, B, C. D, E and F.

¢ Not detected (by identification test).

* Each count value is mean of triplication.
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Table 3. Measurement of total plate count, coli form, E. coli 157H7, Staphylococcus aureus and
Salmonella by “Normal sampling” under pork meat marketing process

Sample Post -
Item Slaughter

Post ~
Prechilling

Post -
Transportation

Post - 2days
preservation

Total plate count
(cfu*/em®)

Coli form 190
(cfu®/cm?)

E. coli 0157:H7 -°
Staphylococcus -

73x10

aureus

Salmonella -

9.6x10*

2.0x10° 25%10°

30.0 27.0

a: Colony forming unit,
b: Not detected (by identification test).
* Each count value is mean of triplication.

Table 4. Measurement of total plate count, coli form, E. coli O157H7, Staphylococcus aureus and
Salmonella by “Clean sampling” under pork meat marketing process

Sample Post -
Item Slaughter

Post ~
Prechilling

Post -
Transportation

Post - 2days
preservation

Total plate count
(cfu®/cm®)

Coli form 4.0
(cfu*/cm®)

E. coli O157:H7 =P
Staphylococcus -

7.0x10°

aureus

Salmonella -

75%10°

8.5x10° 55x10°

10.0 15.0

a: Colony forming unit,
b: Not detected (by identification test).
* Each count value is mean of triplication.

TN LA ANERHE AFHee &
EARET AAE S9LE 333 A3 Table
49t 2tk EXY FEAASFT kA F 59
H3te £ A5 duyd 2 gz ¢4 A5
o] NgolM 10%4Z02 AT ALH 2
B AF AlFoA 108 AL F7}stct
WAFFTFE AAANA A Sotste A
< Jelfid oy Atz o g Algs 943 9
AFEE Jerd AT

$VH, E. coli O157:H7, Staphylococcus aur-

eus B Salmonellas kitE 0|23 £33 . g9l
AY A3 AE3x gdoh

A3}AH 22 “Normal sampling” 22+
"Clean sampling” A2+ 4FAFAE v
BIHE W, YuthlF gl oM £ FAF ¢
B Fe) ANRAA 107 FE2) zHo}E viel
Ugion, Bt £55d08E 1000 A5
& ztol & veulide. dAFEFE "Normal
Sampling” A 2771 2~4vf AEE Zgtoo,
E. coli O157:H7, Staphylococcus aureus 2



154 TS A FTIA A21E A22(2001)

Salmonella’= APl kit& o)1 &3 =4 -
4 Az A2EA Qg

719 AN, LE HalTolM sPRA
A2V vigste FEH $F02 Jeby
o1}, B3, TN FJARA, =, v}
g, 2 APate) & I3 7 FGRTE AL S
Z =) YA A3 AANGH EK9)
SENHZ P 5 Y= UAZ 2P WA
NEE A A FFEOE AL F
Aok ALEH AU

B a7dsg, avaoA o2 X ES
o) $EBRE $59 A0 Az 2
NGAY E2RM) 2PEI M L R
o2 Yegon, 1 gL HAEEA 79
A BAS 2 AU FRE QUMY
Q14 2oz 2AY & YU =3, =24
Z AYAT} AR EE A 2 S0 A%
S MM WY =28 REL IAHT A
= R0Z 2AY L gUon, B drsygR
“Clean sampling” #8729 A38dYPLS 9
g .ol &l HAAE EFo] AP ojoly A
o2 AssAL

e B d7E £33 oAy, W
A ¢434 2 ALH HolMe fA7Fe)
71Z¢) HACCP Md = Wasie AAH 7|&
o7 o]FojA 7tEAE ANY F AU

o
e

4o

2 o

. ESY #E5HAF, 671 A NA “Random
sampling”oll €3 PAELEY 4 ¢ I1F
12& MYt “Normal sampling” ¥ “Clean
sampling”ll €Jg vAELEYA FHAH 2
7, “Random sampling ( I)7¢ll &3 P EL
A9 FHAPAM, A, BLCHAY =2 3%
NES YAEFE 27 15x10° cfu/em’,
55x10° cfu/em® @ 1.8x10" cfu/cm’E el
gow, yF A8 dubFSFE ZH2 1.0
% 10" cfu/cm?, 4.6%10° cfu/cm’® and 2.5x 10"
cfu/em’® Wbtk D, E 2 FEA S Wakxt
FEAFE NFY it FFE A, B 2 CEA
o} BI3 Al F7173 &S HolX gt 6718
JAF 1XE 4939 “Normal sampling
(I)"ell 23 PAELEY FHAFES, &
ZFAF, Ay s, IR 53 2 HJ&F 29

BRF A8Y i FsE 247 7.3x10° cfu
/em?, 9.6x10* cfu/cm?, 2.0%10° cfu/cm® R
25%10° cfu/em’@ Yebgth #¥, “Clean
sampling (I)"o & vlAELFEY FH4L
A3 E5 4%, 9 F, A 55 2
A&H 24 BF AEY A FF 7 “Nor-
mal sampling (I1)" A& ¥lwsis 2z
7.0x10% cfu/cm’, 75%10° cfu/cm®, 85%10°
cfu/cm® @ 55x10° cfu/em?e] B-& £ 2
Bbste}. E. coli O157:H7, Staphylococcus au-
reus ¥ Salmonella= 77+ A& FH EA
A AEEHA ST

m2tA “Clean sampling (I)"3 2 =%
" o] “Normal sampling (11)"3 812 & o,
QubajFFol QM 10°~10°) *e ZgH
A HABEFHE At 471Y ZAHA, =&
FEAAFT TAELAYS E5U9AZE Y
%o, “Clean sampling” A&+ &4
o) EFZQ JAIFd FE FL dFA
e

HuEE

1. Kim, 1. S, Kim, D. H,, Hwang, S. K., Shin,
D. K. and Lee, M. H.: Assessment of mi-
crobial contamination of pork carcasses
during the slaughtering process. Kor. J.
Anim. Sci,, 41, 199 (1999).

2. Mackey, B. M. and Derrick, C. M.: Con-
tamination of the deep tissues of carcasses
by bacteria present of the slaughter
instruments of in the gut. J. Appl Bac-
teriol., 46, 355 (1979).

3. Dickson, J. S. and Anderson, M. E.: Mi-
crobiological decontamination of food ani-
mal carcasses by washing and sanitizing
systems- a review. J Food Prot., 55, 133
(1992).

4. Selgas, D., Marin, M. L, Pin, C. and
Casas, C.: Attachment of bacteria to
meat surfaces: a review. Meat Sci, 34,
265 (1993).

5. Ayres, J. C.: The relationship of orga-
nisms of the genus Pseudomonas to the
spoilage of meat, poultry and eggs. J Ap-



ARESY 2998 73 2 A47E A Y A7 155

pl Bacteriol, 23, 471 (1960).

. Lim, D. S., Choi, B. L., Park, B. G., Kang,
H. G, Kim, Y. J,, Kim, Y. G. and Kim, C.
H.: Pursuit of contamination sources and
establishment of sanitary standard from
raw beef meat. Korean J Food Sci. Ani
Resour., 19, 240 (1999).

7.°97 #FF PIAE ALY, $YF T4

Al 1997-13%, 2. (1997).

8. FFAFFTAHE: HFEFTH (199).
9. Choi, S. K., Lee, M. S, Lee, K. H., Lim,

D. S, Lee, K. H, Choi, K. H. and Kim,
C. H.: Changes in quality of hamburger
and sandwich during storage under si-
mulated temperature and time. Korean J.
Food Sci. Ani Resour., 18, 27 (1998).

(2001@ 4€ 19¢ H+)



