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The Fuzzy Modeling by Virus-messy Genetic Algorithm
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ABSTRACT

In the construction of successful fuzzy models for nonlinear systems, identification of an optimal fuzzy inference
system 1s an important and difficull problem. Traditionally, sGA(simple genetic algorithm) way has been used to
identify structures and parameters of fuzzy model hecause it has the ability to search the optimal solution somewhat
globally. But SGA optimization process can be the reason of premature local convergence when the appcarance of
superior individual at the population evolution. Thercfore, in this paper we propose a method that can yield a
successful fuzzy model using VmGA. The proposed method not only can be the countermeasure of premature
convergence through the local information changed in population, but also has more effective and adaptive structure
with respect to using changeable length string. In order to demonstrate the superiority and generality of fuzzy
modeling using VmGA, we finally applied the method to the fuzzy modeling of a complex nonlinear system
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Table 2. Comparisons of our model with other models

Parameter's name Parameter’s value
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