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«—— 442 bp

Fig. 1. Agarose gel electrophoresis of PCR product. Lane 1, ladder
size marker (1 Kh) ; lane 2-4, PCR product of & protein (442 bp).

- 2867t

893 bp

Fig, 2. Agarose gel electrophoresis of digested plasmid with Pe IL
Lane 1, marker ; lane 2, digested plasmid with Pz I1.

a5t AZEE DNAE AMES] PCRES AT 24
HKVE G §87F ZFAZcE 28|32 o]FE 1% agarose
gele] ¥ A7|9EstEch. 2 A7, oF 442bp HE PCR
product® 2 = A3} (Fig. 1.).
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IHNY-PRT (G)

ACCTCTTTGT TGATAAAAGA TAAGTTACTT TTTGTGATAA ATTTCCATGA TIGAGGCAAC
GAGTACGAAC ACCACCCNTG GGGATGLGTC GRGCCTGTAT GATTGAATTC TGTGGGEGC
AGTGGATACT GACAGATCTC GGTGACCTGA TATCTGTCGT ATACAATTCT GGATCAGTAA
CCCTCTCGTT CCCGAAGTGT GAGGACAAGA COGTGGGRAT GAGGGHGAAC TTGRAGACTT
TGCCTATCTA GACGATCTGG TGAAGGCCTC TGAGAGCAGA GAGGAATGTC TIGAGGCLCA
CGCCGAGATA, ATATCAACAA ACAGTGTGAC TCCATACCIC CTATCCAAGT TCCGATCTCC
ACATOCCGGA ATAAATGACG TCTACGCTAT GCACAAAGGC TCCATCTATC ACGNGATGTG
CATGACGGTC GCFGTGGACG AG

Fig. 3. Nucleotide sequence for G protein of THNV-PRT.
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Table 2. The nucleotide sequence identities of G protem of THNV-PRT with other fish rhabdoviruses.

Strains THNV- THINV- THNV- [HNV- THINV- THNV- [HINV- THNV- HRY
PRT RE-76 RB LR-73 K WRAC SRCV Col-85

Nucleotide sequence

identities with 100 95 94 94 54 94 93 93 81

[HNV-PRT

Table 3. The amino acid sequence identities of G protein of IHNV-PRT with other fish rhahdaviruses

Strains THNV- THNV- THNV- [HNV- HNV- THINV- THNV- THNV- HRV
PRT RB-76 RB 1LR-73 K WRAC SRCV Col-85

Amino acid sequence

identities with 100 96 96 96 96 95 96 95 39

[HNV-PRT
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Ki-76 CCRAAGTETGAGGACAAGACHRTGOCGATG AGGCEARACT TEGATRACTTIGCCTATCTA 200
RO CORAAGTGIEACGACAAGACGATGEAGATEAGGGRAAACTTGEATGACTTTECCTATCTA. 200
SRCY COGAAGTETGAGCAAGACERTAGGGATGAGGEGAACTTRRATRACTTTGCCTAICTA 200
Col-85 COBAAGTETGARGACAAGACHCTAGGRATRACCERAACT TGRATGACTTTGCCTATCTA 200
LR-73 SAAGTETGAGRACANGACERTORMEA TACCRGAMCTIOGATRACTTIRCCTNTCTA. 200
i CUGAAGTIGAGGACAAGACTE TR GGATGAGGGGAAMCTTATGACT TTRCCTATCT A 200
¥RAC CORAAGTETGAAGACAAGACCOTORGA TRAGGGAAAACTTRGATGACTTTGCCTATCTA 200
PRT CORAAGTGTEAGGACAAGACGRTGRGCATRAGGGEGAMCT IGRA-GACTITGCCTATCTA 257
HRY ~—GACTTTGECTACITG 15
EET TR 225 £ L I
RB-76 GACBATCTHGTGAAGECCTCTCAGARCAGAGAGRANTG TCT TRAGCCRCACGCCGAGATA 260
i FACGATCTGRTGAAGGCCTCTGAGAGCAGAGARG AN TGTCTTHAGGCGCACGUCGAGATA. 260
SROV GACGATCIYG TGAAGGCCTCCEAGAGC AGAGAGGAATRTCTTGAGGCGCACGECRAGATA. 260
Col-85 GADGATGTGETAAACECCTCCEAGAGCAGAGAGGAATETCTTGAGECGCACGLCRAGATA. 260
LR-73 GACGATC TG TGAAGGCCTCTOAGA GEARAGAGGAATETCTTGAGGCGCACGOCGAGATS 260
b4 GACGATCI TG TRANGGCCTCTARAGCAGAGAGGANTGTCTTAARGCECACEOCGABATA 260
WRAC AT TOA TG GE U IO G AR A GASCANTCTC T CABGOGCACECCBATATA 260
PRT GACGATCTGRTGAAGRCCTCT GAGAGCAGAGUGCAATETCT TGASGCGCACGOCGAGATA 207
HRY GATGATCTGETGARGTCETCIGAAG CLGRAGGAATTTCTAGARGCACATGCEGAGATS 75
FE okkacky REEEER b dh RS R ¥ okAaAkkdolok ek NREEE b kd mEEEE
RB-76 ATATCAACARACAGTGTGACTCCATACCTOCTATCCARGTECCRATCTCGACATCCCRGA. 320
BB ATATCAACAARCAGTGTGACTOCATACCTOCTATCCAAGTTCCGATC TOCACATCOCRSA. 320
SROV ATATCAACAAAGAGIGTGAGTCCATACCTCCTAT CCAAGTTCCGATCTERACATCOCEGA 330
Cal-85 ATATCAACAACAGTGTGACTCCATACCI CCTATCCAAGITCOGATE TECACATOC0GGS 350
Li-73 ATATCACARACAGIGTEACTOCATACETEC TATCCAAGTICOGATCTCCACATOCRRA 350
£ ATATCAACAAACGTGTGACTCCATACCICCTATCCAAGTTOCGATCTCCACATECCGGA 320
¥RAC ATATCAACAAACAGIGTGACTCCATACCTCCTATOCAAATTO0GATC TCCACATCECEGA 320
PRY ATATCAAGAAACACTRTEACTCCATACCTCCTATCCAAGTICCRATCTOCACATCECOR, 357
VRV AT TACE A TARTO TG AT KT TACCRCTATCCAATTCAGKTCTOEEATCEAGGA 135
EL I B LA ] Fawrk EE1] = Rk R

RB-7B ATAAATTACGTCTACGCTATGUACAMGEC I CEATCTATCACGRGATG TR ATGACRETG 380
RB ATAAKTGACETCTACHC TATRCACAMGOCTCCATCTATCACAGGATETGCATGACGETC. 350
SHCY ATAANIGACRTCTACGCTATGCACAMGECICATCTATCACBRGATGTGCATGACGGTT 380
Cal-85 TR TR ACGTCAACACTATHCACARAGCTOCATCTATCACGORA TR TRCATOACGHTT 28D
LR-73 ATAAATGACGTCTACRCTATGCACAAAGRCTOCATCTATCACGAGATGTECATRACGETC 380
K ATAMATRACGTCTACGCTATECACAMGGCTECATCTATCACTGGATETGCATRACGETC 380
¥RAG ATAMATEACGTCTACGCTATECATAAMGECTOCATCTATCACGREATETRCATEATGETC 380
PRT ATAATGACRICTACGTATHCACAMAGECTOCA TCTATCACGNGATETECATGACGETC. 417
1KY ATAAACGATGTCTACGCCATECA — 158

shBE kKRR R kR

Fig. 4. Alignment of the nucleotide sequences of the G protein of
the THNV-PRT with those of cther fish rhabdoviruses. Hyphens
represent gaps introduced for optimal alignment. * denotes identi-
cal nucleotides in all sequences.
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ABSTRACT : Molecular Cloning and Nucleotide Sequence of the G protein of a Korean Isolate of Infec-

tious Hematopoietic Necrosis Virus

Young-Jo Kim, Gang-Joon Heo, Jeong-Woo Park’, and Jeong-Moon Park® (Department of
Veterinary Medicine, Chungbuk National University, Cheongiu 361-763, 1Departmmt of Bio-
logical Science, University of Ulsan, Ulsan 680-749, Korea Microbiological Lab.. LTI, Sihe-

ung 429-450)

To characterize the Korean isolate of infectious hermatopoietic necrosis virns (THNV-PRT), a partial DNA
fragment G gene of the [HNV-PRT was amplified by RT-PCR. cloned into pGEM-T easy vector and analyzed
for oucleoade sequences. The size of the PCR product was about 442 bp. The nucleotide sequence homol-
ogies of the G gene of IHNV-PRT were 95%, 94%, 94% 94%, 93%, 93%. respectively, with those of foreign
isolates of IHNV, [HNV-RB-76, IHNV-LR-73, THNV-K, ITHNV-WRAC, IHNV-SRCV, IHNV-Col-85. How-
ever, it showed 81% homology with that of other fish thabdovirus, hirame rhabdovirus (HRV). From the
results of deduced amino acid sequence homology analysis. G protein of IHNV-PRT showed 96% homol-
ogies with those of foreign isolates of IHNV but 89% homology with that of HRV. These results indicaled
that, even though G gene of IHNV-PRT showed low homology with that of HRV. it was highly conserved

among different strains of THNV.



