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Polymerase Chain Reaction(PCR)& 0|28}
IridovirusQ| 2444

AaF - SEHY - AYF - XA BAHE - WH - O -
A0 - SUT - WES* - wHyR!
g AP, gl Welw

PCRE AMgated 2] sf4bolo iridoviruse] 7g I ¥-E A48 2dstng stdch A HALE &
W5} iridoviruse] genomic DNAE pUCI9 vectoro]| cloning@t ¥ ©] cloneS2] 7] A& & GenBank2]

47 ML vl

B34t o] 59 97) HE & 7127 3t PCR primerS A %% & PCRE 48 3}
Ak G AAL ol f Al Xell A& DNAS FEo] Yojuha] ghgko iridovirusoll 29 A E 2}

22 B
T W

2]¥ iridovirusel| Al = DNAS] FZo] dojyit}. o] 2 X6 HE A7 ol HALE 8l iridovirus S
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.
oy

detsln: A Eg WE s A FaEct
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Iridovirus= ©]2to] §l= DNA slo]g{ A2 4] of
ol sl AW S FLBY. o] ol ek
irdovirusoll &= ¥ F4E& &3l A (Lopez et
al, 1969)3} |5 FF glo] HALE fEstes A
(Inouye er al., 1992)9) % £7F7} 9l g ¥ £
S fysle iridovirusE  lymphocystis  disease
virusglsl 2=, AAAl 3 B¥aie |
A, 7kAm) Fo] theFdt o Fell ZHgshe Ao
Haglo] gth(Roberts, 1976; Schnitzler and Darai,
1989).

HALE fddte iridovirus®] 7%, 1990 o]
e AA o] Aoy =EA Busrt
(Laird and Bullock, 1969; Walker and Sherburne,
1977; Evelyn and Traxler, 1978; Reno et al., 1978;
Langdon ez al., 1986). @}&}A] o] wlolg] A= A A
FEE W] ot 1990 8 A BoA
239 of 2] F7/ sliatoi] o] nol x7t 7
st dhF HALE {Eetr] AlFsidom &%,
A7 g2, et Sl M % iridoviruse] 2ol o] §
HA 7 B s Ha(lnouye et al, 1992;
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g + glgo] #Ql=Aen ojelg PCRE o] &4+
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Zehe iridovirus®] 741S golet 5 9l

Chua et al., 1994; Nakajima et al., 1995)7} )&
F ¥l »FE A Ut

o} 71| iridovirus 7Fg9d Ao g A FA
9 Al AfdkEo] glA] gt weki dR2A
iridovirusell W&k o2 713 Fo dhge
upole 2 ¢EE Z7|d e gakg nlg
WA g Aolth. a”id] o] whye] & &2 0)7]
Y= vtold g 7 Z7|of MG + 9
v Al e e sido] Aol FUE
fridts nlolei s A8 oy FA7} vz
Hol7] W} Foll &ctogn 27| Agto] 7}h538lLl.
aejvh HALE fEshe iridoviruse] -9 F3i%H

5 FAlglo] diEHALE fdat7] W&ol A&
Feby o] sito] W8 g 3 &oltt. Hiolg] 2| o
g A& Ag o 2 FAT(Fluorescent antibody
technique), ELISA(Enzyme-linked immunosorbent
assay) 12| 2 PCR(Polymerase chain reaction) 5
o] Ath. o] Fofl PCRYUC] /W st & vy
o5 <deid ok wekA PCRE ARE-3te] HA}
FakEle iridovinus & Al& Azl 8te v
HEo] gjolgtr}. Oshima 5(1996)& 2E DNA
nle]g Aol Z2EH o R ZAslE ribonucleotide

i3
E



62 AT =F3L-
reductase S-S gjate 2 st PCRYES 7t
g &, o] & HAIE FUdl irdoviruse] A3
o)l A83tnz}t sttt 212 o] ¥ jrido-
virus B9 oju g} BE DNA virusE A Z3617] v
ol iridovirusit-E ZHEStetlo] AHE37) el =
2A7} Gtk ol %ol A7AR ANE fshe
iridovirus®] -2 2}9] partial sequence”} &<1 &
N o] & 712238t PCRYo] 7id=] A tH(Mao
et al., 1997, Miyata et al., 1997). 121} o]a{3}t
WHEL HALE fYEe iridovirus®] genomic
DNA®] 7] A gl gt F&¢ Apar}t Fry
A g2 Aol A s Ael7] ol HAe
Hjolety @& 7} glct

o] A¢ FFE FEste indoviuse ©]9
G4 A HA gloy dAE fddte
iridovirus¥= o}&] 71| 5ol H A 9lA] Fe& Ao
2 B aEck(Park et al, 1998). 18} =& <
23je] Aol fel watol ul$ Fkalr] w Lol
SELPRREE P AALE fehe
iridovirus7} gt=roll Hd 7hsAdol wi¢ s
wretA FHALE f23lE iridovirus7) o] 9ok
sqtolo] fFYEY HAE AE 47|19 g tiy v}
Ho| AlgE A8eld, & dfilMe H#AE &
93l iridoviruse] genomic DNA Y&EZ clon-
inggle] A7IME S &l oM HALE fEst
+ iridovirus2] genomic DNAS] thgh A5 & &5
&t} 3}, 12l 3 o] & ule o 2 3le] PCR(poly-
merase chain reaction)] S 7Hddle] 2] &) Ako]
o sl iridovirusE 7)o Aetdd £ Ue
A& A& ANdstanzt gick

o] -
AT,

UL

MIZEHHS U HIO[2HA

Iridovirus8] & 3FM ¥ 24 GF(Grunt fin)E A}
23ttt M ¥+ fetal bovine serumo] 10% 3
7Fe¥ minimum essential medium(MEM)& Al-&
gtod 25°CollA] wj ket FFE Fdete ir-
idoviruse] A8 o Xg FIoA g2 F
Q1 g9 FF 2FoA AFed o HAE
F3le iridoviruse Y F4HY A7
o] Dr. NakajimaZ¥-E] 7ot 24 3

AEF - 23 SFE W - dgol - ol - ST

WES Y S

&} iridovirus= £ 2 AL theko 2 A H 3
¥ 2359 vpo|H2E AR AH8ET. A
AL sl iridoviruse] -9 GF A ¥ &
Foto] uiFdo] Zaste vlolel A& AFd
Abg-8ksdch

Hlo|2{A| 2|

FTUE Fste iridoviruse) ¢ FY2AL
TNE £+3-8-9(10 mM Tris, pH 8.0, 0.1 M NaCl, 1
mM EDTA)o| A homogenizationg} 3 3000 rpmoi|
A 2083 A4 F AEALE F A
A}E et iridoviruse] 3% wioke|-S PEP-
8000(7%, wivys AHg-8ted blolH 28 58 ot
% TNE ¢389Z Yot ole} o] Fu|§
iridovirus 8948 30% sucrose(w/w) cushion’}ol]
Al 25000 pm o2 1208 F< A EE & s
AAEE TNE g g7 Ad&de A7 &
sucrose gradient(25-60% continuousyyoll A 25000
pm X 204} 2k, CsCl gradient(10-35% Y339 A1 30000
rpmx 24 A2kl AsHel YA Rel S B irido-
virusE e sk
Viral genomic #{AH0] FH|

o5 FelE 5 TF9Y o]y 2F STE(Q0.1 M
NaCl, 20 mM Tris-HCl, 1 mM EDTA)o] 92 %,
proteinase K(mg/ml)$} SDS(1%)Y8 d 7}sld 60°C
oAl A 60E-ZF BEgAI 0 24 wlo]2f 28 &8 AI1F]
t}. Wizard genomic DNA purification kit(Promega)
& A}g-3la] viral genomic DNAE &3 v}
o|F¢] HHd| AbgSITE HALE FESHE irido-
viruse] 7§ 10 pgel genomic DNAZE EcoRI(10
units), Smaf(10 units), Psti(10 units) & BamHI
(10 units) 59 AFgErz Helsidg. 2 da
471 DNA fragment& 0.7% agarose gel Aol
H719% & 33}l genomic DNAS] #AajAl oF
&g FI3t ¥, genomic DNA cloningo] A}-8-8}
et

Viral genomic DNA cloning 3! $7|A{g ¥4
ol ot o] AgHE Aol o) Aeiz HALE

fr3lE iridovirus®] genomic DNA AHE S

pUC19 plasmid vectoroll 4F¢]AlZit}. o] plasmid
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Table 1. PCR primers for the iridovirus gene
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Primer Oligonucleotide sequence (5' to 3' direction) Size (bp) of expected DNA
RR3S sense TTCACATGTGCTTCAGTAGCTATGA
- antisense TCTGGTATATTCAATATGTAACGTT 330
R sense GAAGTGTACCTTCTTGGCCTAAATT
IR-R6 antisense TCCCAGGAATCTATGCTTCTGGTAT 300

DNAE E. coli DH10B®} electrophoration A}7] 3%
IPTG} x-galo] T3 o)l whx| ol v} oksle]
white colony & 4% 3}%{t}. Random labeling HHH
2.2 PR labeldt viral DNA H#-8& DNA probe
2 AMg-8le] colony blotting®hy 2.2 viral gene &
AYe AES Agssith. ol o] My
clonedl] 5] Q1+ insert DNAQ] Q71 FL 7=
78tz YA E1 9] Automatic sequencer(ABI, USA)
& At8-3te] B-A13%r}. Cloning® DNAS] 47
E- GenBank o] ZAjsle g fAxEe

7ML ET vl BBk

PCR(polymerase chain reaction)

Z4z23 2 GF M T &)l iridoviruse)
frazE HdEs7] st PCRE 33t
PCRol| AE-¥ primere oMo} gol geld
genomic DNA clone?] ¥7|Agz2Ee &A%
o 2 Aol Arg3str] ¢ste] Al2F primers
Table 13} 2t}

PCRo] ANE-E templater ‘dX]o] FoFzA,
GF AlX 123 ¢ &4, dALE fdsie
iridovirusol| A %%t genomic DNAE A}4-31
t}. o]9} o] FH|E DNAo] PCR primer set,
reaction buffer(20 mM Tris pH 8.3, 10 mM KCl,
2mM MgCl, 0.1% Triton X-100, 10 mg/ml
BSA), AmpliTaq DNA polymerase(Perkin-Elmer
Cetus) 1 unit 3% E3% thx PCRE 331
t}. PCR amplification-& predenaturation(94°C, 20
sec) 1 cycle, anealing(48°C, § sec), elongation(72
°C, 10 sec), denaturation(94°C, 5 sec) 59 35
cycles, Z12]31 pro-elongation(72°C, 30 sec) 1 cycle
& 71#22 et PCR primere] Ffoll wha}
z1& 29 Ut o9 2ol FFE PCR &
& 1.2% agarose gelo|A A7) F & Qo] &9l
&t k.

¥ oF

Iridovirus2| & X} cloning

2 Ao e B slateld HALE fddte
iridovirusol] th gt o g njle] Y@ o2 PCRE A}
&8 A& A S sfasl ozt skt obx 7k
el <k diojdle AALE ftets
iridovirus 7} g2} 7hdslo] A & Aoz By
HAch(Park er al., 1998). 121} o] wjoly] A7 o
oA e ¥4 slstoio] B el g s 917
 &ofl gholl RelEo] FelE fEe 7HsAo)
- EFrh deba B Afod e dEqA B
H, HAE /U3l iridoviusE di oz dhod
ol A& ke + 2= PCRYE /sl
o 2HH 9 indovirus £ & 2t} st A
# PCRel| Al4-& DNA primerE FH|38}7] 93}
o iridovirus®] FHAE cloningdtgt}. Sucrose
gradient ol X914 F-eldte HALE ftele
iridovirusE &4 223 t}g  iridovirus9)
genomic DNAE &3}t A& b o3
DNA9| Aot F4& doli7] 918 iridoviruse)
genomic DNAE o8] F/9 ATEALZ X3}
At 1 A3} EcoRIF} BamHIC 2 sl & of
500 bp-2,000 bp Z7]2] DNA fragment7} %o] 1}
Ebgth. weba]  iridovirus®]  genomic DNAS
EcoRIZ} BamHIC.2 AThg o AA] EcoRI%}
BamHI2. 2 kgt pUC19 plasmid vectorol] 4+%)
AlA cloning3d}th. Cloning® insert DNAS] =1
71& goti 7] ¢8ta] 7z} clones-& Pwull A|3tE
22 A thE o] E agarose gelol] 7] FE3
A3 thget 2719] insert DNASo] #9159}
olE F insert DNAS] =717} & A )& M3}
o] z}z} IR-R67} IR-R38ol 2} Hw 3t thg o] 5
o] 47INEE Ao Aozl 7MY 2

& GenBankAol]l ZAeh: 7] &9 §AA Y



64 HAzF- 23S AEF - 23A - BRE
B3 A& vl sk th(Fig. 1, 2).

Table 29|x¢} Zo] IR-R6S M. capricolum?®)
CONTIG MC362 DNA 18|11 IR-382 Cuaeno-
rhabditis elegans cosmid FO9C12 53} 7}3 =&
A BT ofsh e AR osle] Azt
24 cloningd g0l HALE FEdte ini-
FHA7} ohd thg FHAET FA
Aew U)ol A@7A A
fatsle irdovirus7t 7FA| 3L Qe HAAE ol
major capsid protein, RNA polymerase II, ribonu-
cleotide reductase 52 =3] A& 9 FAxE
o2t drlde] Hels g eix) R §2
Ao Mg Bad vt gl7] wfFoletn A7)
"ot A4l B A7zlel cloningdt #{AAFES
homology searching 27} 2 24| 844 A st B
A IR-R6 650 bpe] H7IMYE F 7HE FALE7}
A V& gened} 249 bp F-EoA 60%2] LA
(identity)& YEFCHFig. 1). 28]l IR-R38&
549 bpe] A7IME F 7V RALE7F sohn £4

dovirus2]
o] ¥&

(A)

CTCOGTACCCGGGGATCCCCTAATGAT TGAAGTGAATCAAGTAGT TCATTAAAACCTGATGCGTTATTGICAAAG 75
ATGAATTATTTGACCTTCACATGTGCTTCAGTAGCTATGAAGCAGT TGTGT TTGAAATTAGAGATGTCAATGCCA 150
ATATGGTACATAATCTCTACCTCCTGAAAAATGTTTTTAAGTACTGATGGTAAGTCACATGTTTCCTGTCTCTAT 225
ATACTIGTGATAAAGCGTCAAGCGCTAATARACTTATTGATAGATAAAAACAGGAACTGTGGTAGGAATCTECTA 300
TATGOGTCCAAGCGCTAATTCAATGAAAGAARTTCACAGTACCTACTAAGT TATAACAAATGAAAGAAAGGAAAG 375
TTATATCCCGTATCAATCCAAACGTTACATATTGAATATACCAGAATT TATGAAMTACTAGTGACAGGGGCAAT 450
NGGTACTTAGCCAGGAATATTNAACAATTGCTGATTAGTTTGGAAATTANTGCTACGGATTT TRAACCTATACTTA 525
ATTNAGGGCAAATTTNTTGTTNNG 549

(8)

oottt
i
G.eleg: BB831 TTATTTCCAAACTAATCAAATATTGTTCTATATT 8864

1R~A38: 389 GATACGOGATATAACTTTCCITTCTTTCATTTGITAT 353

PR L L U T T
10222 GATACAGTCTAGTAATTICCTTTATTICATTTGITCT 10258

C.eieg-
Fig. 1. (A) The nucleotide sequences of the clone IR-
R38 and (B) comparison of the nucleotide sequences

of IR-R38 with those of C. elegans cosmid FO9C12.

Table 2. Results of searching nucleotide sequence databases

upg el -

spedol - 44l - &4 $EE WS

H gened} 71bp & REU F 80% o] FY
Ag HYrhFig. 2). A £Y& 743l irido-
virus®] genomic DNA2] R & 7| o] B
2.¢l ¥} 9lrhk(Tidona & Darai, 1997). 181} &
Toll A gR1g HALE sk iridoviruse] F 7Y
9] genomic DNA clone?] g71:E-& F4& &
Wl irdovirus®] F7IMET W& FAM ol §l
Atk Mao 5(1997)3 Mivata 5(1997)% HALE
Frabahe iridoviruse] genomic DNAS] U4 R-ES
cloningdled 71 EE& Bt v ded, 1 4
NANE & FUG Fdste iridoviruse] genomic
DNA9] @7|Md=} vlagt A7 fApde] A3
S AT # UAY. o] B RE o] 2FFH

(A)

ARAGGT TAGATGCGARGG T TGCGATAATAATTCTACCAGGGAT TCTAGTAAAGAG TCATTAATAGAACGTCCTA 75
CYTTAGATTCAGATT GAATTAAACCGTCTTGTTCAGCATTTGTAGAGTCTGAT AGTAAAAGAAGTGTACCTTCTT 150
GGLCCTAAAT ITGCTAATT T TTCATATTCOGCATGTGGTCCTACTGGTGT GTAGTCGATTTTAAAATCACCTGTAT 225
GGAATAATGGTCCCTCAGGCGTTCTAAATACAATACCAAACATATCTGRAATAGAGTGATTTAATCTAATAAAGG 300
ATACAACCACA T CTTTAAAGT TATAGGTATAGTATGAITTATATTGT TCAATTT TAGGTGCACGTAAATCTTTAT 375
GTTGACCTAAT T IATATTCAATTAAA TCAACAGCAA TACCAGAAGCA 1 AGATCL TTGGGAATCTTTACTTGACGT 450
AATAAATAAGGTATACCACCAATATGATCC TCATGACCATGCT TATGAATAAAGUTACATACGGCCCCATTTCCT 525
[TNAATAANTNTAATCTGGAANCONTATCA TACTAATNAARTCT CONGGGAAAAGATCOUNTAAATCACCGCGGNN 600
TCAACT GGG TAACNNOGUAANCGTCCCGGT 1 GAATTGTNNCCLCAACCCC 650

(8)

iR-R6  4il ]l'Tli?.(liT(I}T‘{GATHA]V{\HG&?TA}'I'W'\}}?(KST???CT}W}’TT?CGTGCACCTAMA 352
I i 1
M.cap. ¥ TAGCTGCTATGTTAATTAGAGATAGATTAAAAGAATATAAAATTGAAGACAAAACCATTG 67

IAR6"  35¢ TTGAAGAATATAMTCATACTATACCTATAACTT TAMGATGTGGTTGIATCCTTTATTA 262
Weio 68 HTAAKARTAGATGETGATGATG TG CAMMMCTAMARCTH TAMLTAGT GG 127
IRR6: 231 GATTARACCACTGTATTCCAGATATGTTTCGTAT [GTAT ITAGAACGOCTRAGGOACCAT 202
AT
IB-RE 231 1ATTECATACAGGTGATTT TANAKT CGACT ACACACCAGTAGGACCACATGCGGARTATG 172
Vo, 185 TTHTTCAAGAAH AT AN careAt A A T e 247
IRRE. 171 AMAATTAG 163

Ui
Mcan.  24b CTAAATTAG 256

Fig. 2. (A) The nucleotide sequences of the clone IR-
R6 and (B) comparison of the nucleotide sequences of
IR-R6 with those of M. capricelum DNA for CONTIG
MC362.

Clones Databases sequences producing high similarity GenBank accession No
L. Caenorhabditis elegans cosmid F09C12 U28929
2. Arabidopsis thaliana genomic DNA AB006696
IR-R38 3. orf {clone FB7-4} [Nicotiana tabacum... S44872
4. Human BAC clone GS039E22 AC002428
1. M. capricolum DNA for CONTIG MC362 733268
2. A. synechocyst sp. PCC6803 complete D64006
IR-R6 3. Mycoplasma genitalium rRNA 16S rRNA U39693
4. Plasmodium falciparum DNA ALO08976
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iridovirus7} Th& §4 & 2d wlolei Ay g B9l
& 7 lder o] date Do 5(1998)0] FAE
AH8-3}ed Western blotting A8 ZAzle}l ozl
Aog F F& & FY& UehE 2 A7
ol A] BHolgh, WAE fubahis iridoviruse] geno-
mic DNA cloneE 0] o]® £ 21017 = th& of 8]
g AFAR7E Bolil thiollof H st
U g US Aog AztEc

PCRi& O|&8 Al XIEH 9 BE0Q) B
Iridovirus cloneE2] 7|4 Z%€] PCR prim-
erg Al 23 o o] & AH4-¢t PCRE 33l ot
o] primerg AHgate] A== PCR AHE9 of A
A7 AE L 8Pl Table 104 ¢ 4 gl%o0]
IR-R38& 330bp 28] i IR-R6% 300 bp B Eo0)
t}. PCRY template 2= % 42 Q1 o] F41] 3ol A]
FZ3%F DNA, £ f4éf+ iridovirus®] DNA
_za] i jr]]A} Auhebe= iridoviruse] DNA, 12
i HAFS fEste iridovirus7} ZAE A 29

DNA =0 45‘—2 % 13l IR-RI8ZHE A
L

%3t PCR primer& o] -&-3dla} PCRE

A 3t of] A} —’F-—s‘?} DNAS} &< #4
iridovirusof] 4] &= PCR A58 48 = giglov) 3
AL Sulshe mdovn'usO]]*i = ¢ 330bp F o
PCR HZo] A =] QTh(Fig. 3). IR-R69] 7% %
M 2] DNAo A= PCR +HEo] ghAi =]z g3t

oy HALE §uksle iridovirus®] DNAS o] u}
o Lo Y MAE DNA°¥WE PCR }}HEo]
= ATHFig. 4). o] AR HE] B AFoA
cloning3l iridoviruse| genomic DNA clone&2]
H71MGo] iridoviruse] frH 27} obd & {4
29} homology 7} 7} & ZHog igkR|vt
iridovirus gene?| cloneo| W&-& %ol 4= 9l
o} ol g &g ATt L& ol Rz A Well 4
Hetg ol HALE fUele iridoviruse] TR
FH27F o}A  cloning® A %7]  w &
GenBank el 5550} 217 goba] pehd Ao

Z A7t} 22l 1 IR-R62 A $ HALE et
= iridovirus vt opu) g} Fok2 84bal= jrido-
virusol] A1 '2. PCR 4HEo] $3= et fAzte o
7] Age] BMAEn olg ¥ EFH9| iridovirus7}
FrAdol Aol gl-&3F PCR AHE9] o] ¢ A

347

Fig. 3. Agarose gel clectrophoresis of the PCR pro-
ducts. Genomic DNAs were extracted from (lane 1)
mortality-associated iridovirus; (lane 2) tumor-inducing
iridovirus; (lane 3) normal GF cells: and (lane 4) mor-
tality-associated iridovirus-infected GF cells. Specific
gene fragments of these DNAs were amplified by PCR
with primer derived from the clone IR-R38. The PCR
products (330 bp) were analyzed by agarose gel elec-
trophoresis. DNA size markers (kb) are indicated on
the left.

Fig. 4. Agarose gel electrophoresis of the PCR pro-
ducts. Genomic DNAs were extracted from (lane 1)
mortality-associated iridovirus; (lane 2) tumor-inducing
iridovirus; (lane 3) normal GF cells; and (lane 4) mor-
tality-associated iridovirus-infected GF cells. Specific
gene fragments of these DNAs were amplified by PCR
with primer derived from the clone IR-R6. The PCR
products (300 bp) were analyzed by agarose gel elec-
trophoresis. DNA size markers (kb) are indicated on
the left.
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< Ao 2 HE 4L F4el= iridovirusol A 1}
< PCR 4HE-E non-specific WH-g-¢] Axteln A
Zbech wpebr] B Aol A3 iridoviruso)
T set] PCR primers % IR-R6:= HALE §ts}
© iridovirus®] A& zIcke] AE-317] 7} A s}z
ot IR-R38& A ¢gh Zloa el Ut

& Aol 23 PCRE AHE38t] HALE 23}
= iridovirus& 414 ek & 4= i} o] WhE
HALE ftete iridovirus7h €] Fol| A kol
Aol grxe] oA Foll &t He AE e
g8 + U Aoz Y

AP A

2 AdTe 19959 % FP AR A3 5
HFAEAA AR e] A7 xd e g FEEQ]
sy
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Rapid Diagnosis of Iridovirus Infection by
Polymerase Chain Reaction

Seung-Ju Cha, Jeong-Wan Do, Hyun-Ju Kim, Wha-Ja Cho,
Chang-Hoon Mun, Jeong-Min Park, Myoung-Ae Park*, Su-Mi Kim*,
Sang-Gyu Sohn*, Jong-Deuk Bang* and Jeong-Woo Park

Department of Biological Science, University of Ulsan, Ulsan 680-749, Korea
*Pathology Division, National Fisheries Research and Development Agency, Kijang, Pusan, 629-900, Korea

For rapid detection of iridovirus infection, a PCR-based diagnostic method was developed. The genomic
DNA from mortality-associated iridovirus was cloned into pUC19 vector. The nucleotide sequences of these
clones were compared with sequences of other genes from EMBL/GenBank databank. Based on the
nucleotide sequences, PCR primers were prepared and used for PCR. The DNA amplification did not occur
from the normal fish cells. In contrast, DNA was amplified from the iridovirus-infected fish cells and
purified iridovirus. These results suggest that mortality-associated iridovirus can be detected from virus-
infected cells within short time and this PCR-based diagnostic system provides a simple and accurate
method for detecting the presence of iridovirus infection.

Key words: Iridovirus, PCR, Diagnostic system
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