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Fig. 1. Native and SDS-PAGE of crude chitinases from I
and stem of Rehmannia glutinosa 1, Native PAGE; 11, SD:
PAGE. Panel A: protein staining with Coomassie brilliant bl
Panel B: chitinase activity staining with Calcofluor white M
after 1 hr incubation, Panel C: chitinase activity staining
Calcofluor white M2R after 4 hr incubation, lane 1: extract
with acidic buffer, lane 2: extracted with basic buffer, M: mol
weight marker. The numbers of left side mean molecular weight
kD and the arrow indicates chitinase activity band.
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ig. 2. Chitin affinity chromatogram of crude chitinase from
af and stem of Rehmannia glutinosa.
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Fig. 3. Native and SDS-PAGE of crude chitinase fractions on
chitin affinity column. I, Native PAGE: chitinase activity staining
with Calcoftuor white M2R after 4hr incubation, II: SDS-PAGE,
A: protein staining with Coomassie brilliant blue, B: chitinase
activity staining with Calcofluor white M2R after 4 hr incubation,
lane 1: crude, lane 2: F 1, lane 3: F 2, M: molecular weight marker.
The numbers of left side mean molecular weight of kD and the
arrow indicates chitinase activity band.
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Fig. 4. Native and SDS-PAGE of crude chitinases from root
of Rehmannia glutinosa. 1, Native PAGE; II, SDS-PAGE, A:
protein staining with Coomassie brilliant blue, B: chitinase activity
staining with Calcofluor white M2R after 4hr incubation, lane 1:
extracted with acidic buffer, lane 2: extracted with basic buffer, M:
molecular weight marker. The numbers of left side mean molecular,
weight of kD and the arrow indicates chitinase activity band.
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Electrophoretic pattern and classification of chitinolytic enzymes from Rehmannia glutinosa

Cheol-Ho Pan, Eun-A Lee, Do-Hyun Jo' and Su-ll Kim*(Department of Agricultural Chemistry and Research
Center for New Bio-materials in Agriculture, College of Agriculture and Life Science, Seoul National University,
Suwon 441-744, Korea, 'Department of Biotechnology, Ajou University, Suwon 441-749, Korea)

Abstract : Chitinase, which is one of the pathogenesis-related proteins, was examined from Rehmannia glutinosa.
Rehmannia chitinases were classified into basic and acidic groups by chitin affinity column chromatography.
According to the chitinase pattern by native PAGE, basic chitinases of low Rf values were extracted more under
an acidic condition (pH 2.9) than a basic condition (pH 8.8), while acidic chitinases having high Rf values were
mainly detected in basic extracts. There were in total seven chitinase isoforms of three basic and four acidic
isoforms in Rehmannia. The range of molecular weight of Rehmannia chitinase was from 28 to 32 kD. It showed
the possibility of tissue specific expression of acidic chitinases and basic chitinases were mainly detected in root.

Key words : Rehmannia glutinosa, chitinase, pathogenesis-related proteins, isoforms
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