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Fig. 1. Growth curve of Coryneform bacteria TU-19 at various
initial pHs. Symbols denote the initial pHs: @—@®, pH 7.0;
vV—V, pH 8.0; v—W, pH 9.0; —{], pH 10.0, =—M, pH 11.0
and A-A, pH 12.0.
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Fig. 2. Photomicrographs of Coryneform bacteria TU-19 grown
at pH 10.0. The scale bar indicates 10 pm. Symbols denote the
culture time of the bacteria: A, 8 hrs; B, 16 hrs; C, 24 hrs; D, 30
hrs; E, 40 hrs and F, 52 hrs.
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Fig. 4. External pH changes during the cultivation of Coryne-
form bacteria TU-19 at various initial pHs. Symbols denote
the initial pHs: @—®, pH 7.0; V—V/, pH 8.0; v—WV¥, pH
9.0; —(, pH 10.0; ®m—M, pH 11.0 and A—A, pH 12.0.
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Fig. 5. Protease production of Coryneform bacteria TU-19
according to initial pHs. Symbols denote the initial pHs: @—@®,
pH 7.0; V—</, pH 8.0; v—W¥, pH 9.0; C0—(], pH 10.0; B—H,
pH 11.0 and A—A\, pH 12.0.
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Effect of pﬂs on Morphological and Cultural Characteristics of Alkalophilic Coryneform Bacteria
TU-19 | )
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Abstract : Thte morphological and cultural characteristics of alkalophilic Coryneform bacteria TU-19 were investigated
at various pHs This bactetium showed normal growth pattern at pH 9.0~10.0, but the cell growth was completely
inhibited at e)\ctreme pH (12.0 or more). Interestingly, at pH 8.0 the morphology of the bacterial cells seems to form
convoluted ﬁllflments during the exponential growth phase while at pH 10.0, the optimal pH for the growth of this
organism, the |bacteria grew with variable paired or single forms, and straight rods during growth stages. Growing in

alkaline media| (pH 9.0~11.0), it adjusted the pH of the culture media to around pH 8.5 by itself.

Key words : ;)]kalophilic Coryneform bacteria, initial pHs, morphological change
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