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ABSTRACT : To evaluate the intraspecific variations among the Kasiogalpi(Eleutherococcus senticosus
) collections, randomly amplified DNA polymorphisms were examined. Twenty primers from 90
primers applied were selected. The range of polymorphism was 7. 1~90.9% in 113 randomly and spec-
ifically amplified DNA fragments.
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ilarity than other collections.
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Collections were divided into two major groups at the similarity coef-
ficient value of 0.65. A considerable degree of genetic diversity was also detected among plants within the
same collections. Deokyu (1, 2. 3, 4, 6), Bukhaedo(7, 8 and Odae(9, 10) collections showed higher
degree of genetic similarity with a value of 0. 65~0. 86, while Deokyu 5 showed much lower genetic sim-
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Table 1. Origin and morphological characteristics of Eleuthorococcus senticosus NMax. .

Thorn Thorn Date of Anther
Code Origin Leat shape Number of  Angle of ]
shape thorns/node thorn’ flowering shape
1 Mt. Deokyu Eliptical Needle 240 B June LE, WY

2 " " " 186 B ” %

3 " " ’ 120 B ” ’

4 ” ’ ” 95 B Z SF, SB

5 ” " " 240 A " %

6 % " " 170 B % "

7 Bukhaedo ” " 172 B ” r”
(Japan)

8 ” ’” " 48 B ” ”

9 Mt. Odae " ” 236 B " ”

10 ” ” ” 174 B " ”

© AT an acute angle (~907) ,

* LF (long filament), SF (short filament), WY (vhite vellow),

B : an obtuse angle (90" ~).

SB (semi — brown) .
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Table 2. The oligonucleotide primers selected
for RAPD analysis of Eleutherococcus

senticosus Max. .

Primer Sequence G8 Product™  Polymorphism
1 - content —————

No*. b -3 9, P PP %
08 ACGGCCGACG &0 8 3 625
A GGG CGAT A B 2 30.0
N2 GCTGEGTGAC 70 5 3 60,0
A8 CICAGCCCAG M 9 7 7.0
20 MGecTeece b 3 0.0
2 CGACIC ACAG K0 Y 7 7.8
26 GGG CCTCIAT w0 12 4 33.3
27 (TAGAGGIC C h0) 8 3 52,5
20 CETCGCCCAT W 0 4 K0, 0
20 (GGTGACATC A 1 10 90,4
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Total u7 1 3.3
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AP @ No. of amplified products, PP No. of
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Fig. 1. Randomly and specifically amplified po-
lymorphic DNAs of the analvzed plants.
The sequences of each primer in
#232(A), #241(B), #244(C), #261(D),
#266 (E), #268{F) are shown in Table 2
A=Lambda DNA marker digested with
hind . Lane 1-6 (Mountain Deokyu), 7-
8 (Bukhaedo), 9-10 (Mountain Odae).
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lections of Eleutherococcus senticosus
Max. based on DNA polymorphism
by PCR analysis.
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