KOREAN J. FOOD & NUTR.
Vol. 10, No. 2, 268~271(1997)

CHERFOlIA ARt ALDH2 REX}e] Wl
LA - op7jgt - Hpks

A1y TRATY

LT

Expression of Human ALDH?2 Gene in Escherichia coli

Bo-Yeon Kwak, Ki-Hwan Lee and Han-Seung Jeong

Bioscience Team, Jinro Group Research Institute, Yongin 449-910, Korea

Abstract

Human mitochondrial aldehyde dehydrogenase(ALDH2) is mainly responsible for the oxidation of
acetaldehyde generated during alcohol oxidation in vivo. To investigate the role of ALDH2 in alcohol
metabolism, it was needed to get solubilized enzyme. The cDNA of ALDH2 is isolated from cDNA li-
brary and ligated to several expression vectors for E. coli. At almost expression system to be construc-
ted, the broad expression band of ALDH2 was detected. But, the large part of the expressed protein
consisted as inclusion body, the yield of solubilized enzyme was not more than 5% of the total expressed
amount. Recombinant ALDH2 was verified from the several expression systems.
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FLAG Biosystem(pFLAG-1 #E, E. coli JM
109)2 IBIAKIA, pGP1-2 WElel E. coli BL21
(DE3), DH5«, N99cI*, N4830-1, TG1S ATCCo
A, pAL781 ME ¢} pTrxFus #HE] = InvitrogenAlo]
A, pEZZ18 ¥E|¢} 1gG sepharose 6FF columne
PharmaciaAtell A, QIA express system{pQE30 ¥
E], Ni-NTA column) & QIAGENA}o A 24z} 29} 51
Ao, 71e} A|2ke Sigmail, vix]:= DifcoAle] A)E
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2. Primer2] 8tAd

Primer+= t-&-3} o] GENOSYS)| &)z sl aj=
stact.

primer 14:ATGAAGCTTATGAGTTCTTCTGAGG

primer 15:AGGATCCTTATGAGTTCTTCTGAGG

primer 32: AGTCAGCCGCCGCCACCCAGGCCGT

primer 404:GCCGCGGTACCATGTCAGCCGCCGC

primer 412: ACATATGTCAGCCGCCGCCAC

3. FLAG BiosystemS 0|23t ALDH2| 25
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Fig. 1. Maps of ALDH expression vectors constructed.
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Fig. 2. SDS-PAGE patterns of ALDH2 gene ex-
pression in E. coli strains. Markers are a. pJLF32.
lane 1 : supernatant, lane 2 ; pellet, lane 3 ; protein
size marker : b. pJLT412. lane 1 ; supernatant, lane
2 . pellet, lane 3 : protein size marker : ¢. pJLS+3
lane 1 ; pellet, lane 2 ; supernatant : d. pJLQ30.
lane 1 ; pellet, lane 2 ; supernatant.
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