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Figure 1.RFLP pattern of Taeum group genomic DNA digested with Hae II and
hybridized with DIG-labeled YNH24 probe,
Lane identification : from left to right, M : size marker in kb, sample lane
1-12
{example) band size of lane 1 : 1.45 kb, 1.7 kb
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Figure 2. RFLP pattern of Soyang group genomic DNA- digested with
Hae III and hybridized with DIG-labeled YNH24 probe.
Lane identification : . from Jeft to rightt M : size marker in
kb, sample lane 1 - 12
(example) band size of lane 1 : 3.2 kb, 3.9 kb
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Figure 3.RFLP pattern of Soum group genomic DNA digested with Hae III and
hybridized with DIG-labeled YNH24 probe.
Lane identification ' from left to right, M : size marker in kb, sample lane
1-12
(example) band size of lane 1 : 26 kb
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Abstract

Genetic Analysis study of Sasang Constitution Classification by RFLP

Dong-wuk, Cho Hwang-sung, Cho’

In Sasang medicine, humen are classified into four constitutions which are
Taevang, Sovang, Taeum and Soum. Depending on each different constitution, the
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clinical and pharmacological application for the same disease might be different. In
this study, genomic DNA of different constitutions(Taeum, Sovang and Soum) were
analyzed by Restriction Fragment Length Polymorphism(RFLP) tc provide scientific
and objective references for Sasang classification. The DNA polymorphism for each
constitution detected as differences in the length of DNA fragments, after digestion
with restriction enzyme Hae III, was investigated using YNHZ24 as DNA probe.

The allele size of Taeum, Soyang and Soum group detected by YNH24 ranged
from 1.3 to 3.8 kb, 1.5 to 3.9 kb and 1.3 to 4.6 kb, respectively. However, the allele
size distribution of YNH24 loci of different constitutions was shown to be too
variable to be classified as 3 different constitution groups investigated. For further
study, it is suggested that the number of each constitution samples for RFLP

analysis should be increased and statistical analysis of the allele size distribution
should be carried out.

Key Words : Sasang constitution, RFLP, YNH24, polymorphisms



