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Abstract

One of the major objectives of the food industry is the enrichment of the functional properties and nutritional value of soy-
bean protein. To attain this goal, an expression system of cDNA encoding native and protein-engineered soybean proteins in a
microorganism must be developed and the function then ability of gelf-assembly and the functionalities of the expressed prote-
ins should be evaluated before the modified genes are transfered to soybean plants, The pro-g-conglycinin synthesized in E. coli
BL21(DE3) comprised approximately 20% of the total bacterial proteins and the expressed protein are formed soluble and trim-
er such as native protein in E. coli cells. The highly expressed protein was purified to homogeneity by salt precipitation with
20~40% Ammonium sulfate ion-exchange chromatography with Q-Sepharose and hydrophobic column chromatography with
Butyltoyopearl. Therefore, we concluded that the high-level expression system of g-conglycinin cDNA was established and a
relatively simple and rapid method for purifying pro-g-conglicinin was also developed.
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Fig. 3. High level expression of S-conglycinin g
-subunit. A 11% SDS-polyacrylamide gel is shown
displaying the total proteins of E. coli strain BL21
(DE3) : Lane M. The total weight markers. 1. The
total proteins of E. coli. 2. The soluble proteins of E.
coil. 3. The insoluble proteins of E. coli. The arrow
indicates the position of A-conglycinin g-subunit
The numbers on the left denote molecular weights
of the markers.
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Fig. 4. SDS-PAGE analysis of j-conglycinin 8
-subunit at diffrence stages of purification. Lane
M, molecular weight of markers : Lane 1, crude ex-
tract of induced E. coli cells : Lane 2, fraction with
20~40% saturation of ammonium sulfate : Lane 3,
Q-Sepharose pool : Lane 4, Butyltoyopearl pool.
The arrow indicates the position of 8-conglycinin £
subunit. The numbers on the left denote molecular
weights of markers.
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Fig. 5. Purification of g-conglycinin £-subunit
by a Butyltoyopearl column chromatography. The
protein content of each fraction was measured by
spectrophotometer at 280nm. The bar indicates the
column fractions that were pooled. The samples of
selected fractions were analyzed by SDS-PAGE on
11% gels.
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