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1‘4"@?3’“4 by o] ol ]l 8- Jef-
frey 2% 0] DNAS] @717z 2z} 74 A v}
o M2 g2 4 A AgEs FAYE
k% (Restriction Fragment Length Polymor-
phism pattern, RFLP pattern)& @23} AFF
o] 2| &3} o] & A MZE FolEE BA
o] FAAAZ(DNA fingerprint)e] &t & 3
olg] FAA AN JEAAY T, JAHA
7 So) AzAoz g4y glon £ 8
Z el 2k §F 9 X o9} Fo] BHo] &
Zke] DNATre] EAl8h= Hdd AlgoA ke
7129] southern-hybridization H*%*"*'"g o] &
3 APEL FEGEYRFLP)IS2E T
DNA7} dgdled Hao] Brlgsitte 43S
Hebsled 4=4] ngelste] DNARRE &3 +4
el BEAES & ¢ e FHFELNE Y (poly-
merase chain reaction, PCR)%%o] 7xt=] o] 7]
AW G AgHoz P & A HA of
23 B ESE 7)Y, §3] PCRE o] &3 7

oo FAYA e FA}NA e
53 471897 g s AR AY F
9 (hypervariable minisatellite locus) =+ vari-
able number of tandem repeat #3 Z$(VNTR
locus)9] HHE-E = 7| FZ9 Aol o) LAY
%= v do|thE (amplified fragment length
polymorphism, AMP-FLPs)e] z}ojol| 2ja) 7}
A -g At o]FA AMA Kol YE
W Alge] VNTR 439 & < 150000 3=
2 FHEYY e E8] ol g AAA
¥ (genome)dl] EEHo] dE VNTR 439
= ApoB, COL2A1, D17530, HLA -DQua, D1S80
5 o EA 0}“1 o]% &3], DIS80 +AHHE
30700173} Zo) thd Y FARE A, &

svel Ak 16bp 2719 FAH wkE

198

7l NEE FAHA o5 2 g FH
AE L 80%°lde ¥ ClFHFPEE Ho|y]
o Fol] HolgA ZHgo) wj-f- FE3A AL
I =2

AR M T AAY 53
EAE o] 8 BYFAFEAY AFFAYE &
MY g o] &t Yot FEE ol &
o] Slo] EAABESA Wy o EnA
o] A=t Hejstd HAe EAAYETAH
A L YEAA Holiolde B3
probe)& AM&& southern-hybridization®3*
F2 o] g3t HAIH o o] Wy 734@
H7F g4 olH HAE AAAA], ohH A
o] Fojx HAo] HAReA ARE ¢ F o
' /M-S wiAE F e Bl Y
o} HZ AohdAr|d WFAE HE=EE amelo-
genin genes FY7F th2A vy speo] ¥
2 o) FH B o] 3ARYE FHES WY
(PCR)2.2 ZZ3}l X-Y homologous amelo-
genin genes HMdlE WHo] F&2 o|&FH 1
Atk

o] W& o Zgto]mAg o] &t X-Y
homologous amelogenin gene®#9] $Z3% A
Aol AbSSte o] AL X, YEMA 2 2H
Mz og Zoleg Aol ‘J}"éﬂﬂ i Fol X, Y
AN E FA A3 2489 Zitoln E o
4% Dual PCR?& A8 & 2% pg ©9o) 37
#o] DNAM = A¥ ZAA7} 7hgstn A &8
Hhy ol o},

2ol A} DNA 32 HA, JHAALE v £
T 2R EEH ATE 49 R, Yamada 5
X ¢2dlX DNAE F%3l9 RFLPsHALE
o] &% AYAEF YIMA 53], DNARI &
ol &3 AU AALE, Yamamoto 572 ghAl|m} s}
2 5% A3 74, X4 DNACA Y-S54 &
g o &3 AFAA ¢ AHV2E o 8T Tl
A g Ml ATFE, Smith & DNA
FEA HS W, Schwarthz 59 rjorgl g
Astoll A zlolZ RE] dojxl= DNAS EA o
3 AT E Baslgoer FudA XobE o
23 DNARX O ta d72E & 570 Ao}
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ol AEHALE X3 DNAFHAE e AAM
S B3 AAAEE Aldiste] HAZ 10d0] A
g XKoo ME A ade] sMsdes Bag
7ol fdsit

o] 43} o] 71E9 Ao}E o] &3 DNARA
A A digt = e 972+ RFLPsA A&
£33 /jol A8 Y-specific probeE o] &3 A4
AAL 8733 891, Al ol whE X olol A 2]
DNA®ARE A7ty § Hote] Hog
2 FAMo) A& steodi g AAlshed =3
glo] gli= vl A olol M EXIAY B WS o]
S5to] HA AAE BAHAFTE AgE of &
T8 thiFe] DNAE F&8le o] 1439 &4
o] ¥ HAlAT o] PEE v|A = thekgt =4
& 2Asts Aol 383 EA7F Ho ke
zotol A FZE = DNAYE Ao|7] uFo
x|otol| A F4Btal, e ko] DNAE HEse
Aol A&t FHA ANE Alste d 943
QA Az 7] wFold

ek B Ao e HEEY A4y 5
Y B EF dey 5 oedg Wylog Aol
1 DNAE &3 & A 29 upat FEHAL
7fo1 2 & 93 Homologous amelogenin gene
2 DISE0 Fzt e A =8 vl Alsehe
NAAT T AT 7142 A4S G ato]
Ao g8stua 2 AFE FPsdnt

I. HA70Ha S e

1. CIRTHAL

200 AT g@Ref ofxpell A HAZ FARH
o} A07ME iAo slgon 7 XolEe
DNAFZHH o oe}l 10744 4702 BFsin
SAE FA| HEFaA Aol 4R § AFes

polg AolzA e Ao st

SHTE MAET F oA 14 A 2og
o] &ate] o} Aol HaysA Hwrstn 93
& AE2 FYA F A+E XYL g3l
#2138l 1.5ml eppendorf tubed] @3, Y=
FEe ALZE 29 $HFE AHE & g
dotd, HgEZo g Belstd ¢RI

28 Adobd, HaEaE 27t 1.5ml eppen-
dorf tube] @71 A3t A BHetdn, B
H FHT 100-2004-8 EF3te] 4TAAM 35
WA 8k T}

g

L. zk e WE DNA F2

ORI

4TCoAA BHFEF X3 HEo| HA 30: &
9 89 v &R 27-54uke] 438 5N (Nuc-
leolysis buffer, 0.5% S.D.S., 10mM Tris. cl,
0IM EDTA, PH 80)2 £33 ¥ Z doj& ¢
& Bv B 208z v5sd ¥EF 4000
mme 2 1083 A el F AE2AE F 3t Al
2 eppendorf tubeell &7 ¥ DNA A 7
ARA7EA] -20C BEmo] Bastch

@ A

4Tl A HEFF WA g HEol 50u Saf ¢
ZA3 540 proteinase K (12ug/u6) S E3Hsto
JTCAAM 24417 B8, ol FA Held ¥
2L 1087 10000 rpme. 2 A a3 Arzol
£ #3ted M E2& eppendorf tubeol] SZch ¥
2@ FFdo] A NaClEM)E 385 19] v]
2 26-52u¥ RFaln B BTEE F 4500
rpml & 1087 4 Ee] & 43 .
Wi 53 100% clE&g HAAN F 168
14000 rpmo.E2 fAl el & =2
ot 29 DNAE 70% o &2 M2stn dL
AN Ax F FF FHF £
DNAE 9Al DNAFAA AAA72 -20T )
Fael Bt

=
el
X
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@ #=d
4T A stFF<t WA g & JAYH F
At o] v &2 Zaf&4F AT proteinase K A
2] AR AT ASFE FHI =L
eppendorf tubedl] &4 B3kt o]FA A€
}Z Mol phenol/chloroform/isoamylalcohol(25
24 DNEFRE WA F EEF G 5T Y
e g AEAE Feldte] 2L epp-
endorf tube?] SZth £eld 4Zd) phenol/
chloroform/isoamylalcohol &2 do] t©fA|
3 FFAE Felshe 3L HEsY. of
Alge] 1/10 #39 9] 3M sodium acetates ¥
o & TEo T F 24 F3l9 100% ol
EFA F 1583 14000 mmeE ¢
% DNAE FZ33h
2 2 AHFT AL
sty E FRgel &3Etsth. &3ld
A A7 -20C WE

o o i
BN 02 Ho oo
2 WM g
)
Z
=
i
=
£
mu)

@ vl5% H=d

4T A et FF<t WG T8 B 5HAY F
U3t A& Al F Ao AAE dsES
o} &3t phenol/chloroform/isoamylalcohol &
e 2] 33 3 3M sodium acetate, 100% ©l
©®g Al F DNAES FZ8ch dolxl DNA
Ao WY T3 mRiA 2 fRAEA A7
2] -20C &3] BBt

!

t}. DNA 5% =3

DNA®] %% Bekman® #1941 23715 o
&3t 260nmell M e FF =9 280nmeolM e &
BEE ZAesitH DNAS 10 509 H &= 3
4 & E3EE A9 el uhet dojA e
260nm, 280nme] #X 2 DNASE ¥ &452
Al Zrst A

zb. A Fal

AEAALE 93 DNAS] PCR ZZe
SullivanE*'o] A A8t Zekelw (5'-CCCTGG-
GCTCTG TAAAGAATAGTG-3'¢ 5-ATC-

500

AGAGCTTA AACTGGGA AGCTG-3)E 9]
4-3}d Perkin— Elmer Thermal cycler 480 A} 2~
Hog &3 o] PCRE F33tct

7} PCR E¥EA = A 371741 04k
< UYelE AJ829A 1 348ng/ulE VrERY
¥ DNAAE7} 242t 1w 3=, AHSE
#ZHL POSCO stAlE &2 A (100mM
Tris- HCI(pH9.0), 500mM KCl, 1.0% Triton)
Z 15mM MgCl, 22t 0.3uM o], zbzh
200uMe] dNTPs 223 15 unit® taq. DNA
polymerase7} £&= Ao HF &2 50u0]
23

HE AEE A 2T 9A BTA 5
B2 7HAE &, UTAA 18, 60CAA 18, 72
ToAAM 1822 o] Fojzl 23S 383] A
Bl £=5% 3 72TAA 10837 vh2-A17H
< F7HE FUU A 2% o8 IA taq F
FRATE AT PCR EFES HUTAA 58
b e ¥ taq FRELE FYSE hot
start PCRS A3kt PCR ¥He & 24
AFZ-E-2 vertical electrophoresis unit (GIBCO
BRL Ins.)& AH&3te ImmSF719 12% natural
polyacrylamide gel& o] 10u® Al A4
o} gel®t A59] 4F LYo 1X TBE ¢35
(0.09M Tris-Borate, 0.002 M EDTA)Z AM-&-3}
o 60Ve] 4 F Hetoll A 3AZHEQF WG F
£ AgsElgion, oluf 118 bpE UERE size
marker?l Psi x 174 2w 8 &7 A& &tsich A
719%S AaE & ethidium bromide (0.508/md)
2 gAste] ¥2l" 9J& UV transilluminator
oA BEste] IS stedRE HAIA

o

=

ol DIS80 8299l VNTR #9 &% ¢

AMP-FLPsZ

DIS80 FAz9le] AMP-FLPsH M-S 98
Kasai$'Wol 28] #AAl® Zalo]uv} (5 -GAAA-
CTGGCCTCCAAACACTGCCCGCCG-3'$ 5
-GTCTTGTTGGAGATGCACGTGCCCCTTG
C-3)5 o] &3lod Perkin-Elmer Thermal cyc-
ler 480A] ¥ ol A th-&-7} Zo] PCRS 483t



o
2} PCR W E 2ol QYA % 5L
5

Fe] 3% DNAZ o] $31. 27 PCR 95 o
A A S BYF POSCO BhatA Fol @
1}

ZM (100mM Tris-Hel(PH9.0),500mM Kcl, 1.0
9% Triton) & AHEstE3 15mM MgCl, 7z}
0.2uM primer, Z+2} 2000Me] dNTPs 2812 15
unity taq. DNA 8345 AEHAAY Y
atAl Abgate] HFEF S0wE EFSATH

TE A RE UTAHAM 18, 66TAM 17, 72T
oA 289 L= 8E F 333 Az, 72
Tol A 1082 MSAITHE 712 A3t
AR A 9 sl d7ER 2 A e b A 95T
o} A 587t wk-g & hot start PCRS A1 33l
tt. =% ztzte] PCR AHEE S horizontal
electrophoresis Unit(Bio-Rad®)& o] &3t 2%
agarousZ oAl DNA Z7] FA A Psi x 174,
Pst13} &7 80vel A3 Aol M 3AHE<t
A7) 589 vertical electrophoresis unit(
GIBCO BRL instrument)& ©]-&-8 5% natural
polyarylamide gelollX 10ue) %<& FL3
DNAZZ] EAAke Al 60V 48 A el A
3A12F B¢t A719EE F ethidium bromide B
Asted ] ® w]E UV transilluminator’d ol A1
s =ste) AMP-FLPsH A 7hso & &3t
=3

m. APAA

1. DNAZZLI0| (2} $55 DNASE &
e

4742 W& H g3t X|oloA] DNAE F
%3 Ax vl 5HE HET A DNATEE A
oA BT 145ng/ i, ol R ol A 106ng/ 18, 8
A ldng/w 2 YEben ErEE 747
1.27, 093, 0622 Yelktth(Table 1) HAHE
A &3 Aol A Ao}z DNA T ¥ ¢F%e
A 5o Al Wi 174ng/pl. Aot M 2ing/u,
webaol A | 7ng/ute DNA%¥ES 163, 091,
0.149] +£452 Bgon HEYe 838 3

olol & X4 126ng/ut, ‘&2 14ng/ul, HH 3
Ing/we] BT DNA®SE, 283 156, 067,
0.12¢] DNAF+EE JEelWth(Table 2, 3)

H 55 dley S 38§ aotdre AF 4
obal WA 7}z 44, 10, 5 ng/ut 2] DNAFE
o} 128, 0.75, 0.389] £+ & e th(Table

4) DNAFTE % o559 F3 A

2 Lo
HAHE 3

Table 1. DNA concentrations extracted from the

teeth by boiling method

investigative DNA
section concentrations DNA purity

specimens (ng/hD)
pulp 145+56.92 1.27£0.08
dentin 106 £63.55 0.93%0.08
enamel 14+13.18 0621028

Table 2. DNA concentrations exiracted from the
teeth by salting-out method

investigative DNA
section|  concentrations DNA purity
specimens (ng/u)
pulp 174 £11753 1.63+0.15
dentin 21 £ 3087 0.91+057
enamel 17t 472 0.14£0.37

Table 3. DNA concentrations extracted from the

teeth by phenol method

investigative DNA
section!  concentrations DNA purity
specimens (ng/l)
pulp 126+99.38 156+0.22
dentin 14+15.83 067058
enamel 1+ 141 0.12+0.18
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Table 4. DNA concentrations extracted from the
teeth by boiling-phenol method

investigative DNA
section|  concentrations DNA purity

specimens (ng/ul)
pulp 44+27.11 1.28+0.22
dentin 10 499 0.7510.33
enamel 5% 585 0.38%+0.31

Table 5. Results of detection of the X and VY
specific sequences by boiling method
from the teeth

2. DNAZZ o) w& AEzAl

40749 2|o}2 DNA FZH il et 10744
4702 FR|e F Zzte] Xotg A, Abobd,
W2 el A E vy, AW, slsy,
5% HleHe J 43l 2% DNA AI&E
o] &3t X-Y homologous amelogenin gene$
ST A kg 98 Z‘lf& Azt A x| ofol| A
Had 2 uEHE A 43 AFL RG0S A
9,]1‘5}- 47}1] u]—tH_Q- Z-I_Q. ] }\1-0}11 rE }\]
oA 106bpet ll2bp:'i7]«] PCR)‘]"EE‘E‘ A

719 %% ethidium bromideg M o2 #F3a 4
AdTh Lojxl PCR AHEANA G 5+ 106
bp®t 112bp 719 F DNA w2 yehyton
AR A gl A& 106bp A719] @4 DNA &
el o, | AEPALE AEe] sttt
(Table 5, 6, 7, 8, Figure 1, 2)

Table 6. Results of detection of the X and Y

; ; specific sequences by salting-out
Sample No. Sex Specimens | Detection P q Y ng
method from the teeth
o Pulp ++
1 . Female - - -
| Dentin ++ Sample No. Sex Specimens | Detection
. Pulp - Pulp —
2 Mal
ale Dentin ++ ! Male Dentin ++
3 Male Pulp - 2 Male Pulp bl
Dentin +t Dentin ++
Pulp - Pulp +4
3 -
4 Female Dentin ++ Male Dentin ++
- Pulp - 4 Pulp ++
J Male Dentin ++ Male Dentin ++
. Pulp + 5 Mal Pulp t
6 Female Dentin " aie Dentin ++
Pulp ++
Pulp t+ 6 Female -
! Male Dentin ++ 113 e;ltm i
ulp ++
8 Male Pulp . + 7 Female Dentin .
Dentin ++
Pul - 8 Mal Pulp b
9 Male D - © Dentin ++
Dentin ++
Pul - 9 Male Pulp AR
10 Male p. Dentin ++
Dentin ++ Pul o
+ A faint band was observed 10 I Male F -
( | Dentin [  ++

++ A distinct band was observed
-~ 1 No specific band was observed
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v 112 bp
~. 106 bp

Fig 2. 12% polyacrylamide gel electrophoresis of PCR products of the X, Y homologous amelogenin gene
by boiling, salting-out, phenol. boiling-phencl methods from the dentin.
Lane O . size marker Psi x 174, Lane 1, 2 : boiling method - males , Lane 3. 4 © salting-out method -

males. Lane 5. 6 phenol method - males, Lane 7. 8 © boiling-phenol method - females

Table 9. Results of the detection of the alleles

. DNA F&ho & DISE0 4399 of D1$80 locus by boiling method
A\IP PLP& a4 from the teeth

- %LTF :T}j]. 47}2] ‘ﬁg’_bg% 51%6}04 DI_\I,A% Sample No.| Specimens Detection

F&3l1 PCRE $%3 og 7] Fdtd P -

DISS0 fHztelel iy FdE Bdd éﬂ% 4 1 Dentin -

7] vl g A gg Xot BE HE A Me o) 9 Pulp

Hua7h Pasla] ggken 5 e —i%‘} Dentin M

W42 Alg st otz 47bx) g R ga A 3 Pulp -

22 Molal RE Al gol A 318 DNAW 7 Bat gﬁfgm -

91Tk Table 9, 10, 11, 12, Figure 3, 4, 5, 6) 4 Dentin ~ thomozygote)
gh azpAl S A8 4070 Xotel HE 5 Pulp. -

o ZalolA BB M8 el Aok, A Dentin i

We Aed el Ao MEF AEe A8 6 b

gk 27)e] Aol Eaﬁﬁl}(Hoxnozygote)iﬂ ; Pulp -

e om Zeoloa] dAE £ AN S Dentin + {homozygote)

g3k 6-791 2| oHM29/M24), 9-10% 210}(1\/[.30/ : T e

M25)% S AR e 2-3(M28/ M25), 4-9( el OO

M26/M24), 6-73 X oHM28/ MIT)E 2& ¥ ? Dentin "~

G212 e uh S A oA wA E X o} 0 Pulp -

wE Adsgon, 07 Ao Hie DISH # + U A faint }gflrz?r;vas obseljv;d

datele] frAEE F 30HE WERRTH( . A distinct band ;’VHS observed

Table 13, 14, 15, 16) - * No specific band was cbserved
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Table 7. Results of detection of the X and Y Table 8. Results of detection of the X and Y

specific sequences by phenol method specific sequences by boiling- phenol
from the teeth method from the teeth
Sample No. Sex Specimens | Detection Sample No. Sex Specimens | Detection
| Female gl:tin :: 1 Male gilnptin :
2 Female ﬁlnptin : 2 Female }I;l::lnptin :
3 Female glnptin : 3 Male g‘:nptm : :
A Male gilnpﬁn : 4 Female gl::lnp[in :
s | v R L= s | e[RRI —
6 Male ;:lnptin :: 6 Male [P)Zlnptin :i
T Male B‘;ftm - 7 Male %
8 - Male Sélrim - 8 | Male %«»—H —
9 ' Male l[J)L(;lnptin — 9 Female Etllftm —
o e [t T
+- o A distinct band was observed ++ © A distinct band was observed

v 112 bp
~ 106 bp

Fig 1. 12% polyacrylamide gel electrophoresis of PCR products of the X, Y homologous

amelogenin gene by boiling. salting-out, phenol, boiling-phenol methods from the pulp
Lane 1, 10 | size marker Psi x 174, Lane 2, 3 ! boiling method - male and female respectively,
Lane 4, 5 © salting-out method - male and female respectively, Lane 6, 7 : phenol method -
male and female respectively, Lane 8, 9 @ boiling-phenol method - male and female
respectively.



Table 10. Results of the detection of the alleles Table 12. Results of the detection of the alleles

of D1580 locus by salting-out method of D13880 locus by boiling- phenol
from the teeth method from the teeth
Sample No. | Specimens Detection Sample No. | Specimens Detection
1 Pulp ' ++ ) Pulp ++(homozygote)
Dentin s Dentin ++(homozygote)
9 Pulp. ++ Pulp o
Dentin s : 2 Dentin I
4 Pulp. ++(homozygote) Pup T
Dentin ++(homozygote) 3 ;
Pulp o Dentin ++
4 Dentin +r 4 Pulp : ++(homozygote)
r Pulp T Dentin ++(homozygote)
? Dentin £+ 5 Pulp t
6 Pulp i Dentin ++
’ Dentin ++ 6 Pulp -+
7 Pulp i Dentin ++
Dentin ++ Pulp N
I Pulp t 7 Dentin ++
- Dentin ++ Pulp ++
. Pulp ++ 8 -
9 - Dentin ++
Dentin ++ Pul T
10 Pulp ++ 9 D“
Dentin ++ Dentin ¥
++ 1 A distinct band was observed 10 Pulp b
Dentin ++

Table 11. Results of the detection of the alleles ++ A distinct band was observed

of D1S80 locus by phenol method
from the teeth

Sample No, Specimens Detection
1 Pulp ++
Dentin ++ 1 2 3 4 5 6 7 8 910 11 12
" Pulp ++
- Dentin ++
3 ~_Pulp ++
0 Dentin ++
4 Pulp ++
- Dentin ++
- Pulp ++
o Dentin +4
6 F Pulp. i
I Dentin ++
7 Pulp ++
Dentin - Fig. 3 2% agarous gel electrophoresis of PCR
Pulp ++ =
8 T Dentin ++ products of D1880 locus by boiling
N Pulp it method from the pulp Lane 1, 12 : size
) Dentin ++ marker psi x 174, other lanes no specific
10 Pulp + band was observed
Dentin +

++ o A distinct band was observed
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1

2 3456 7 8 9 101112

Fig. 4 2%

agarous gel electrophoresis of PCR
products of D1S80 locus by salting-out
method from the pulp Lane 1, 12 ! size
marker psi x 174, other lanes a dictinct
band was observed

o

2 3 4 5 6 7 8 9 101112

Fig. 5

2% agarous gel electrophoresis of PCR
products of D1S80 locus by phenol
method from the pulp. Lane 1, 12 ! size
marker psi x 174, other lanes a dictinct
band was observed

23 4 56 7 8 910

Fig. 6

2% agarous gel electrophoresis of PCR
products of D1S80 locus by boiling-
phenol method from the pulp. Lane 11 :
size marker psi x 174, other lanes a
distinct band was observed.

Table 13. Typing of D1S80 gene amplified from
the teeth by boiling method.

Sample No. Phenotype | Remark
1 M25 / M18 Heterozygote |
2 M25 / M24 Heterozygote |
3 M31 / M30 Heterozygote |
4 M24 / M24 Homozygote |
5 M29 / M24 . Heterozygote
6 M35 / MI8 Heterozygote |
7 M39 / M39 Homozygote
3 M22 / M22 Homozygote
9 M31 / M25 Heterozygote
10 M30 / M16 Heterozygote

Table 14. Typing of D1S80 gene amplified from
the teeth by salting-out method.

Sample No. Phenotype Remark ”J
1 M2z / M19 Heterozygote
2 M32 / M25 Heterozygote
|3 M28 / M28 Homozygote |
4 M36 / M32 Heterozygote |

5 | M30 / M27 Heterozygote

6 | M2/ MM %mm; gote
7T | M9/ M4 | Heterozygote |
8 M3l / M24 Heterozygote |
M30 / M25~ | Heterozygote |

lO M30 / M25~ |1 Ietero;ygote

¥ + ++ is sample from same individuals respectively.

Table 15. Typing of D1S80 gene amplified from
the teeth by phenol method.

Sample No. Phenotype Remark
1 M31 / M25 Helerozygote |
2 M28 / M25° Heterozygote |
3 M28 / M25 Heterozygote
4 M26 / M24™ Heterozygote
5 M30 / M24 Heterozygote |
6 M28 / M17™ Heterozygote |
7 M28 / MLI7 ™ Heterozygote |
# 8 M3l / M23 Heterozygote |
9 M26 / M24™ Heterozygote
10 \ M31 / M25 Heterozygote
¥+ ++ +++ is sample from same individuals
respectively.



Table 16. Typing of D1380 gene amplified from
the teeth by boiling-phenol method.

Sample No. | Phenotype ‘ Remark
1 M29 / M29 ; Homozygote
2 M25 / M18 Heterozygote
3 M29 / M25 Heterozygote
4 M30 / M30 Homozygote
5 | M28/ M2 Heterozygote
6 M25 / M18 Heterozygote
7 M30 / M24 Heterozygote
3 M29 / MIB Heterozygote
9 M27 / M17 Heterozygote
10 M3l / M18 Heterozygote
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ABSTRACT

Comparison of 4 methods of DNA extraction for sex determination
and D1S80 locus detection in teeth

Woong Hur, D.D.S., Chang- Lyuk Yoon, D.D.S., M.S.D.. Ph.D.

Department of Oral Medicine and Diagnosis, College of Dentistry, Chosun National University

Human genomic Deoxyribonucleic acid(DNA) was extracted from teeth by boiling, salting-out, phenol,
boiling-phenol methods. The author compared DNA concentration and its purity, the accuracy of sex determination
and the results of the D1S80 locus detection among above 4 methods.

The following results were obtained.

1. DNA concentration was the highest in pulp with salting-out method and DNA purity was higher in pulp with
salting~out and phenol methods than other 2 methods.

2. Sex determination was possible using of the pulp and the dentin of the teeth with four methods but, it was
impossible in the enamel and some pulp with boiling method.

3. Amplification of D1580 locus occurred from pulp and dentin with salting- out, phenol, and boiling—phenol methods.

4, There are no differences among the amplification of X-Y homologous amelogenin gene by application of 4 methods
and salting-out, phenol methods efficiently makes available to amplification of D1580 locus.

From the investigation DNA extraction, sex determination, amplification of DIS8) locus was successfully

accomplished with salting-out, phenol, boiling- phenol methods. Therefore above 3 methods are available and
applicable as forensic odontology for individual identification.
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