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Abstract

Deamidation by neutrase on glutaminyl and asparaginyl residues of protein was examined. The
optimum pH and temperature for BSA(bovine serum albumin) deamidation by neutrase were 10 and
20T, respectively. The incubation for 3 hrs under the optimum condition removed 24% of amide
groups and hydrolyzed 2.9% of peptide bonds. Deamidation by neutrase was superior to that by
pronase, bromelain, or ficin. Deamidation degrees of egg albumin, soy protein isolate and casein by
neutrase under the optimum condition were about 20%, 14% and 14%, respectively. However, relatively
high degree of peptide hydrolysis was accompanied with casein deamidation.
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Fig. 1. Time coures of deamidation and proteolysis in
BSA neutrase treatment at pH 10.0 and 20°C
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Fig. 2. Effect of pH on deamidation and proteolysis
in BSA by neutrase treatment at 20°C for 3 hrs
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Fig. 3. Effect of temperature on deamidation and pro-
teolysis in BSA by neutrase treatment at pH 10.0 for
3 hrs
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Fig. 4. Deamidation and proteolysis in BSA by various
protease treatment at 10.0 and 20°C for 3 hrs
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