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Composition and Distribution of Intestinal Microbial Flora in Korean

Ji, Geun-Eog*
Department of Food Science and Nutrition, Hallym University,
Chunchon, Kangwondo 200-702, Korea

Abstract — Intestinal microbial flora comprise one third of the large intestinal contents in human.
They play a significant effects through beneficial and harmful action on the human health. This
is the first study which examined the composition of the microflora of the general population
in Korea. Bacteroides, Bifidobacterium, Eubacterium, Peptostreptococcus, Lactobacillus, Streptococcus,
Escherichia coli, Staphylococcus, Clostridium perfringens, total aerobic bacteria and total anaerohbic
bacteria were counted using various selective and non-selective media. Among the bacteria studied
the number of Bifidobacterium were greatest in breast-fed infants (30~90 days old), whereas Strep-
tococcus and Bifidobacterium in bottle-fed infants. In 20~40 age group Bacleroides were predominant
followed by Bifidobacterium and Eubacterium. In elderly group (over 65 years old) Bacteroides
were predominant followed by Fubacterium and Bifidobacterium. The frequency and number of
CL perfringens were highest in elderly group. These results confirm that the microfloral pattern
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large intestine change during the life cycle of humans.
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Table 1. Media used for the enumeration of the human fecal bacteria

Culture condition

Media used Major bacteria forming colonies

Non-selective media EG Strictly anaerobic bacteria Anaerobic
BL Strictly anaerobic bacteria Anaerobic

TS Aerobic bacteria Aercbic
Selective media TP Bifidobacterium Anaerobic
NES Eubacterium Anaerobic
VA Bacteroides Anaerobic
NN Cl perfringens Anaerobic
LBS Lactobacillus Anaerobic

DHL E. coli Aerobic

TATAC Streptococcus Aerobic

PEES Staphylococcus Aerobic
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Fig. 1. Composition of the microbial flora according
to the age.

( ): frequency of occurrence,, omitted when 100% of
the subjects are positive
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Fig. 2. Photomicrographs of the three fecal samples.
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