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Studies on the Primary Structure of the Alkaline Protease in Neungee
[Sarcodon aspratus(Berk.} S. ito]
I. Amino Acid Composition, Chemical Modification and Sequence of the
N-terminal Amino Acid
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Abstract

Properties of a protease purified from Sarcodon aspratus (Berk.) S. Ito have been investigated. The enzyme
displays as a glycosylated serine protease. The sequence for the 21 amino acids of the N-terminal side in the
enzyme was determined by automated seguence analysis. The sequence was V-T-T-K-Q-T-N-A-P-W-G-L-G-

N-1-8-T-F-N-K-L-.
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Table 1. Amino acid compgsition of the Sarcodon aspratus
protease

Amineo acids mol%
Aspartic aicd + asparagine 8.25
Threonine 13.66
Serine 7.17
Glutamic acid + glutamine 2.58
Proline 4.20
Glycine 16.11

Alanine 11.01
Cystine (haif) nck

Valine 6.49
Methionine 2.60
Isoleucine 5.90
Leucine 5.12
Tyrosine 3.39
Phenylalanine 3.26
Histidine 2.96
Lysine 3.11

Arginine 1.05
Tryptophan 3.1

*Not countable
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Fig. 1. Effect of time on the chemical reactant (N-bromesucci-
nimide).
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Fig. 2. Effect of time on the chemical reactant (Rose bengal).
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