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Characterization of Chloramphenicol Resistant Plasmid of
Multidrug-resistant Staphylococcus aureus
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Abstract—The clirical isolate Staphylococcus aureus SA2 had four kinds of plasmids and was
resistant to ampicillin, chloroamphenicol, clindamycin. erythromycin, gentamicin, kanamycin, methi-
cillin, streptomycin, tetracycline and tobramycin. Transformation experiment demonstrated that
4.14 kb plasmid(pKH7) encoded resistance to chloramphenicol. The cleavage map of pKH7 was
determined by restriction enzyme mapping techniques. The cleavage map is given for BstEIl,
Hindlll, Hpall, and Xbal. The above restriction endonucleases have a single site, but nucleases
BamH], Bgll, Bglll, EcoRl, EcoRV, Haelll, Hpal, Kpnl, Pstl, Pvnll, Sall, Smal, and Xhol have no

site on this plasmid.

Keywords [] Multidrug-resistant Staphylococcus aureus, protoplast transfomation, chloramphenicol

resistance plasmid, restriction map.
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Fig. 1—Agarose gel electrophoresis of rapidly isolated
S. aureus plasmids.
Lane 1, plasmids of S. aursus SA2; lane 2, su-
percoiled(SC) and open circular(OC) pKH7 of
S. aureus KH7
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Fig. 2— Agarose gel electrophoresis of pKH7 digested
with the restriction endonucleases. Lane 1, A-
DNA digested with Hindlll; Lane 2, pKH7 di-
gested with BstEIl; lane 3, pKH7 digested
with Hindlll; lane 4, pKH7 digested with
Hpall; lane 5, pKH7 digested with Xbal.
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Fig. 3—Agarose gel electrophoresis of pKH7 double
digested with the restriction endonucleases.
Lane 1, A-DNA with Hindlll; Lane 2, pKH7
digested with BstEIl and Hindlll; lane 3, pKH
7 digested with BstEll and Hpall; lane 4, pKH
7 digested with BstEll and Xbal; lane 5, pKH7
digested with HindIll and Hpall; lane 6, pKH7
digested with HindIll and Xbal; lane 7, pKH7
digested with Hpall and Xbal; lane 8, A-DNA
digested with EcoRl and HindIllL
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Fig. 4—Restriction maps of the staphylococcal Cm'’
plasmids pC221 and pKH7. Restriction sites
are indicated by B(BstEIll), Hi(Hindlll), Hp
(Hpall), X(Xbal). Map coordinate is expressed
in kilobases.
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