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Abstract

The location of the polyhedrin gene of Bmbyx mori nuclear polyhedrosis virus(BmNPV)
was determined by using a cloned polyhedrin gene from the Autographa californica nuclear
polyhedrosis virus(AcNPV) as a hybridization probe. The 7.4 Kb Pstl fragment DNA of Bm-
NPV was cloned to plasmid pUC19 vector. A fragment containing this gene was mapped
and sequenced in its entire polyhedrin reading frame. Nucleotide sequences comparison of
the polyhedrin of the BmNPV to that of previously reported by Iatrou(1985) revealed that
the sequence varied in 10 base. Comparison of the amino acid sequence of the two structured
gene revealed that coding sequence varied 74 valine to isoleucine, 76 aspargine to serine

and 155 methionine to valine.
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Fig. L. Southern hybridization of BmNPY DNA restric-
won endonuclease digests. BMNPV DNA was digested
with a varfety of restriction enzymes, and hybridized
10 labeled Hindlll 0.93 Kb fragmentfcontaining polyhe-
arin gene) of AcNPV DNA.

The order of the digests was as follows: (left panel)
1, lambda DNA cleaved with HindIIl; 2, BamHI; 3,
EcoRI; 4, HindIIl; 5, Pstl; (right panel) 1,BamHI ; 2,
EcoRI; 3, HindIIl; 4, Pstl.
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Fig. 2. Restriction endonuclease map of the pBmP-H.
Abbreviations : H, Hindlll: P. Pstl; X Xbal: S, Sall; A
Accl; Pol. polyhedrin gene.
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Fig. 3. Nucleotide sequences of the polyhedrin gene
and surrounding regfon.

Dots indicate the same nucleotide sequence. Sequence
of BmNPV in lower line is that of previously reported
by latrou(1985).
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Fig. 4. Comparison of twc BmNPV polyhedrin seque:
nces. The polyhedrin sequence predicted from the
gene sequence(upper ling) is compared to that pre-
viously reported by latrou(1985:lower line). Dots indi-
cate the same amino &acils.
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