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Table 1. Variations of heterotrophic bacterial density
flog CFU/mi) on 3 kinds of medium in
Naktong Estuary during 1989

N-0 medium N-10 medium  Z-25 medium

mean std

St.1 442 0.30 4.10 032 345 0.49
St.2 4.88 049 496 0.40 448 0.46
St.3 392 036 403 0.62 4.31 0.53
St4 318 0.26 3.58 0.48 372 0.57

mean std mean std
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Table 2. Numbers of heterotrophic bacterial isolates
and clustars (in parenthesis) analyzed by 70%
similarity level in Naktong Estuary during

1989

St.! St.2 S1.3 St4
Apr 8 22(5) 27(6) 30(6) 21(7)
May 19 257 22(8) 1&(10) 29(11)
Jun 26 21 30(5) 29(11) 30(13)
Jul 27 13(9) 13(7)
Aug 25 30(13) 25(8) (8) 26(11)
Sep 26 30(12) 29(8) ”4(9) 26(12)
Oct 21 23(1) 29(7) 37y 28(8)
Nov 21 20(HD) 28(6) 30(9) 26(8)
Dec 23 17(6) 29(7) 26(7) 25(10)

Table 3. Diversity indices (H') and evenness indices (J')
of heterctrophic  bacterial communities in
Naktong Estuary during 1989

St St.2 St.3 St4

H TF H 1 H )y H T
Apr 8 191 043 168 035 1.63 033 216 049
May 19 202 043 245 055 313 075 311 0.64
Jun 26 210 048 154 031 286 039 333 0.68
Jul 27 297 080 244 0.66
Aug 25 349 077 230 049 283 060 293 0.62
Sep 26 308 063 271 056 285 062 333 0.71
Oct 21 310 0.69 240 049 238 048 2.82 0.66
Nov 21 323 074 212 044 270 055 239 055
Dec 23 221 054 216 044 249 053 283 061

mean  2.68 0.6 220 048 0.56 289 0.62
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Table 4. Physiological tolerance indices for temperature (P), pH (Py). and salinsty (PJ of heterotrophic bacterial
communities isolated from Naktong Estuary during 1989

St. 1 St. 2 St. 3 St 4

P, P, P P, P, P P P, P PP, P
Apr 8 046 0.37 0.32 0.55 0.55 049 0.44 0.33 0.80 038 0.27 047 o
May 19 0.51 0.65 0.73 045 0.58 0.64 0.57 049 0.76 0.31 0.20 0.63
Jun 26 0.79 0.48 0.50 094 0.72 0.71 0.52 0.26 0.58 0.50 0.34 0.68
Jul 27 0.68 0.79 0.66 0.63 0.75 0.69
Aug 25 040 0.61 0.52 0.73 092 0.78 0.36 0.87 081 0.28 0.54 0.61
Sep 26 0.59 0.65 0.55 0.63 0.46 041 (.48 0.66 0.66 0.50 0.62 0.65
Oct 21 (.34 0.51 0.54 0.62 0.89 0.65 051 0.78 0.99 0.53 0.71 0.90
Nov 21 049 0.71 0.36 0.65 0.81 0.57 0.32 0.83 0.56 0.57 090 0.81
Dec 23 0.31 0.53 040 0.52 0.86 0.61 042 0.64 083 0.35 042 0.60
mean 0.52 0.39 051 0.64 073 0.62 045 0.61 0.75 0.43 0.50 0.67 B
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ABSTRACT: Characterization and Numerical Taxonomy of Heterotrophic Bacterial Community
in Naktong Estuarine Ecosystem.
Kwon, O-Seob and Kyung Je Cho* (Department of Environmental Science and
*Biology, Inje University. Kimhae 621-749. Korea)

A total of 8358 heterotrohic bacteria were isolated and analyzed by numerical method
to investigate the heterotrophic bacterial community structure in Naktong Estuary. Although
the values of H' (Shannon’s diversity index). ranged between 1.54 and 3.49. were similar
with those of the data before the construction of Naktong River barrage, however J'
(evenness index, 0.31~0.80) was reduced. Physiological tolerance index for water temperature
(P)) was high at St.1 and 2 whose depthes are shallower than the other stations. and indices
for pH (Py) and salinity (P.) were high at St. 2, 3. 4 where freshwater and seawater arc
mixed. The predominant clusters were identified as Aeromonas, Vibrio.  Pseudomonas,
Acinetobacter-Morexella, Alcaligenes, Flavobacterium, Micrococcaceae, and Enterobacteriaceac.
The kinds of the isolates were similar with the previous result, but the dominant genus
was changed. These results suggest that the environmental changes in Nakiong Estuary
affect the bacterial physiological adaptation rather than the composition of heterotrophic
bacterial community.
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