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Table 1. Characterstics of Biochemical test for each strain

KCTC KCTC KCTC ATCC S-3 S-12 LS-1

Test 1012 1033 1184 7061
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Table 1. Continued
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Test KCTC KCTC KCTC ATCC S-3 S-12 LS-1
1012 1033 1184 7061

D-Fucose — — — - _ _ _
L-Fucose - - — - _ _ _
D-Arabitol — — - - _ _ _
L-Arabitol - — — — — — _
Gluconate - - — - - - _
2-ceto-gluconate - - — — — - —
S-ceto-gluconate - — — — - — _
Catalase* + + + + + + +
Growth of pH 6.5
Nutrient broth* + + + — + + 4
Growth of anaerobic
condition* + + - - + + +
Inhibition of
6.5% NaCl* + + + + + + —
Motility* -+ + + + + — —
Hemolysis on sheep
blood agar plate* + + + + + - —

*. conventional method, +: assimilaton,

: non assimilation

Table 2. Discrepancies between the APl system and the MIS

System
Strain

API system (AP

similarity%

I 50CHB & API 20E) MIS(fatty acud)

similarity index

B. mycoides(tKCTC 1012)

B. thuringiensistKCTC 1033)

B. sphaericus(KCTC 1184)
B.pumilus(ATCC 7061)
B.cereus(S-3)
B.mycoides(S-12)

B.cereus group(LS-1)

85% B. cereus 1 0.616 B. pasteurii
149% B. mycoides 0.450 B. thuringiensis
99.9% B. thuringiensis 0.633 B. thuringiensis
0.1% B. mycoides 0.574 B. pasteurii

’ 0.474 B. cereus
99.9% B. sphaericus 0.613 B. sphaericus
0.1% B. brevis
99.9% B. pumilus 0918 B. pumilus
0.1% B. amyloliquefaciens
98.7% B. cereus 2 0.608 B. cereus
0.7% B. cereus 1 0.353 B. thuringiensis
999% B. mycoides 0.512 B. mycoides
0.1% B. cereus] GC subgroup B
“Doubtful profile” 0.312 B. mycoides
99.7% B. firmus GC subgroup B

0.2% B. stearothermophilus
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Strains
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—
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. cereus S-3

. cereus group 1.S-1
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1184)
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Fig. 1. A dendrogram showing similarity relationships
among Bacillus strains.
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ABSTRACT: Studies on Bacterial Characteristics of Bacillus cereus Group LS-1 Isolated from

Suyeong Bay.

Seong, Hee Kyung*, Won Jae lLee', Yong Ho Kim and Kun Ju Harm
(Department of Clinical Pathology. Pusan Paik Hospital, Inje University,
Pusan, Korea, 'Department of Microbiology. National Fisheries University of

Pusan. Korea)

These studies were carried out to identify Bacillus cereus group LS-1 strain isolated from
Suyeong Bay. This strain was differentiated from B. cereus group using conventional, API
system and fatty acid composition analysis. Colony characteristics were opague. mucoid,
entire margin, convex, circular and nonhemolysis on sheep blood agar plates, and were
observed with central spore forming positive bacilli in a Gram stained preparation. and
had no motility. The carbohydrates tested: glucose,maltose, and sucrose were assimilated
but neither trehalose nor salicin were assimilated. This strain ultilized gelatin and was also
inhibited by 6.5% NaCl. The results of biochemical examination were differented from B,
cereus group LS-1 compared with others B, cereus group. The fatty acid composition
contained major amounts of branched chain acids, iso C;s and iso C,;. and the range of
chain length was C; to C;; and nCs acid was not detected. Automated fatty acid computer
profile indicated “B. mycoides GC subgroup B of 0.312 similarity index.” The results agreed
with other research cases. On the other hand, ATB computer profile index of API system
(API 50 CHB & API 20E) identified “ Doubtful profile of 99.7% B. firmus”. These results
were presented with considerable discrepancies between API system and fatty acid analysis,
With 67 biochemical characters. the similarity matrix of B mycoides (KCTC 1012). B.
thuringiensis (KCTC 1033). B. cereus (S-3) and B. mycoides (S-12) showed 42%. 42%. 59%,
and 52%, respectively. Through the key tests and fatty acid analyses. we could notice the
appearance of B. mycoides of the B. cereus group and this leads us to suspect the existence

of a new biotype B. mycoides.



