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Fig. 1. A. SDS Laemmli sab gel protein pattern of SR subfractions pooled after isopycnic centrifugation in a continuous
sucrose gradient (12.5%-50%). 100 g was applied to each slot. The standard protein applied in the last two slots in
the left side of the gel are myosin, 200 Kd; B -galatosidase, 116.5 Kd: phosphorylase £ 94 Kd; bovine serum
albumin, 68 Kd; ovalbumin, 43 Kd; carbonic anhydrase, 30 Kd; soybean trypsin inhibitor, 21 Kd and lysozme, 14.3

Kd. Notice that only ovalbumin, a glycoprotein, is specifically labeled by concanavalin A.B. Autoradiographic
image of the gel in A after ['*’I] _concanavalin A labeling.
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17 P TCL TICH
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Fig. 2. A. SDS gel showing protein patterns of isolated T-tubules (TT), terminal cisternal light (TCL) and heavy (TCH)
vesicles after French Press treatment and subsequent sucrose density gradient centrifugation. The pellet (P) at the
bottom of the gradient after further purification of TT by Ca? ' oxalate loading is also shown. The protein standards

were as described in Legend of Figure 1. B. Autoradiographic image of the gel in A after ['*"1]- concanava.
lin A labeling.
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Studies on the Compositon of Protein and
Glycoprotein in Sarcoplasmic Reticulum of Skeletal Muscle
Park, Young Chut (Dept. of Biology Education, Kongju Teachers’ Chollege, Kongju,
314-701, Korea)

Sarcoplasmic reticulum subfractions were isolated from rabbit sarcoplasmic reticulum vesicles
using ultracentrifugation in a continuous sucrose gradient (12.5% ~50%) after French pressure
treatment. And proteins in sarcoplasmic reticulum were detected by SDS-polyacrylamide gel
electrophoresis and glycoproteins were identified through the reaction with '?®-concanavalin A.
The electrophoresis showed that sarcoplasmic reticulum contained predominantly Ca®* —ATPase
and calsequestrin along with high affinity calcium binding protein, intrinsic glycoprotein, 160 Kd, 94
Kd, 80 Kd, 38 Kd, 34 Kd and 24 Kd proteins. Among these, the protein of about 80 Kd which has
been known as one of heat shock proteins was especially enriched in the terminal cisternae of
sarcoplasmic reticulum. Meanwhile, autoradiogram of 12°I-concanavalin A bound to the stained gels
showed the distribution of glycoproteins which included 160 Kd glycoprotein, 94 Kd glycoprotein,
calsequestrin and intrinsic glycoprotein, Among these, the protein of about 160 Kd was especially
enriched in longitudial sarcoplasmic reticulum and T-tubule, and the protein of about 94 Kd which
has been known as one of glucose-regulated proteins was also enriched in T-tubule and sharply
reduced in terminal cisternae.



