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Genetic Analysis of Caulobacter crescentus by Using
Transposon Tn5 and Reverse Field Electrophoresis

Koo, Bon-Sung!” and Bert Ely?

IGenetic Engineeering Div. Agricultural Sciences Institute, RDA, Suweon, Korea
2Department of Biology, University of South Carolina, Columbia, SC 29208, USA

The bacteriophage Mu and transposon Tn5 containing plasmid pJB4J1-transferred transposon
TnS to Caulobacter crescentus. When several thousand of transposon TnS insertion mutants were
examined, we found auxotrophic and motility mutants at frequencies of 2% and 3%, respectively.
Transposition of transposon Tn5 was analyzed by the reverse field electrophoresis and Southern
hybridization. The results indicated that transposon Tn5 was randomly inserted to Caulobacter
crescentus chromosome but the plasmid vector, pJB4J1, was not maintained.
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Reverse field electrophoresis
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Fig. 1. Electron micrograph of C. crescentus wild type.
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Fig. 2. Different growth patterns of auxotrophic mu-
tants derived from transposition of Tn5.
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Fig. 3. Assay of non-motile mutants on semi-solid PYE
medium.
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Fig. 4. Reverse field electrophoresis patterns of the
Dral-generated genomic DNA of C. crescentus auxo-
trophic mutants derived from transposition of Tn5.
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Fig. 5. Reverse field electrophoresis patterns of the
Dral-generated genomic DNA of C. crescentus Fla-
mutants derived from transposition of Tn5.
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Fig. 6. Detection of Tn5 sequence in the Dral-
generated genomic DNA of C. crescentus auxotroph-
ic mutants by Southern hybridization.
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Fig. 7. Detection of Tn5 sequence in the Dral-
generated genomic dna of C. crescentus Fla- mutants
by Southern hybridzation.
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