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Table 1. Microbes grouped according to response

to salt
Salt response
Group (w/v % of NaCl)
non-tolerant Oupto 1%
Haloto- slightly tolerant up to 6-8%

lerant moderately tolerant up to 18-20%

extremely tolerant  up to saturation

optimum growth at less
than 1%
optimum growth at 2-3%

non-halophilic

Halo- slightly halophilic

philic moderately halophilic optimum growth at 5-20%

extremely halophilic optimum growth at more
than 20%
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Table 2. Comparison of osmoprotectants in various mi-

croorganisms
Strain Maximum NaCl Major
Conc. (w/v%) osmoprotectant
E. coli 8.5 glutamate
proline
7-aminobutyrate
P. aeruginosa 5.1 Glutamate -
S. orantenburg 8.5 Glutamate
proline
L. plantarum 9.3 Glutamate
Proline
B. megaterium 9.3 Proline
S. faecalis 10.0 7-aminobutyrate
K. aerogenes 10.0 Glutamate
Proline
B. subtilis 15.7 Proline
S. aureus 20.6 Proline
B. japonicum 2.0 Glutamate
Eukaryotic algae 3-20% Floridoside
Digeneaside
Glycerol
Mannitol
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