C-P-35

Plastome Phylogenomics of Commelinaceae Mirb. (Commelinales):

Insights into Genome Evolution and Phylogenetic Relationships

Joonhyung Jung' and Joo-Hwan Kim’*

'Graduate Student and *Professor, Department of Life Sciences, Gachon University,

Seongnam-si 13120, Korea

Commelinaceae (Commelinales), consist of three subfamiles and 40 genera, are distributed in the Old
and New world, except Europe. This family is commonly known as dayflower and spiderwort due to their
short bloom time and a viscous stem secretion. Although, several morphological and molecular analysis
were conducted, the relationships among the genera are still ambiguous. The rapid advances in
next-generation sequencing (NGS) enable us to do genomic research widely. Here, we assembled 12 new
plastomes of Commelinaceae including Cartonematoideae and compared with previously published data.
We identified pseudogened accD and rpoA in Commelinoideae taxa. Phylogenetic analysis inferred from
78 protein-coding genes showed that Rhopalephora scaberrima was nested within Aneilema. Also, there
is a need to revise the subtribal relationships in Tradescantieae. This study will contribute to define the
genome structures, phylogenetic and biogeographic studies of Commelinaceae.

[£ AT FATAO] 7|2 AT T (A HE: NRF-2017R1IDIAIB06029326)] | Y]] ©J3 o]%20i7]
A3} oo A= HU ]

*(Corresponding author) kimjh2009@gachon.ac kr, Tel: +82-31-750-8827

202211 BIRRIUAIBEHE| FrStaTHE





