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[Abstract]

Philippines is the second world supplier of coconut by-products. As its first major genomics project, the Philippine Genome
Center program for Agriculture (PGC-Agriculture) took the challenge to sequence and assemble the whole coconut genome.
The project aims to provide advance genetics tools for our collaborating coconut researchers while taking the opportunity to
initiate local capacity. Combination of different NGS platforms was explored and the Philippine ‘Catigan Green Dwarf’
(CATD) variety was selected with the breeders to be the crop’s reference genome. A high quality genome assembly of CATD
was generated and used to characterize important genes of coconut towards the development of resilient and outstanding
varieties especially for added high-value traits.

The talk will present the significant results of the project as published in various papers including the first report of whole
genome sequence of a dwarf coconut variety. Updates will include the challenges hurdled and specific applications such as
gene mining for host insect resistance and screening for least damaged coconuts (thus potentially insect resistant varieties).
Genome-wide DNA markers as published and genes related to coconut oil qualitative/quantitative traits will also be presented,
including initial molecular/biochemical studies that support nutritional and medicinal claims. A web-based genome database
is currently built for ease access and wider utility of these genomics tools. Indeed, a major milestone accomplished by the
coconut genomics research team, which was facilitated with the all-out government support and strong collaboration among
multidisciplinary experts and partnership with advance research institutes.
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