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SEYWA B E(Viola kusanoana)©] GEA DNA 7] A F-5 B8] 4} ZpA o & 7] A G224 HINGS )&
o]-§5to] AT AR BAEE &5 U EA o A sk WA Y oS AHEskeleh A71A Y
BEAAT, & Z0o]&= 158,644 bp 1, GCTHL 36.3%= A%t F7HE 2% LSC (Large single
copy)A| & ©] 86,999 bp (GC content: 33.9%) % 21 SSC (Small single copy) A &2 17,439 bp (GC content:
29.9%)% 2 EA % Q] 01 IR (Invertied repeats) A] 42 27,103 bp (GC content: 42.2%) % 1 & it &
Z A= protein coding gene 777, tRNA gene 307l, IRNA 47} 5 & 117§ 2 o]&= A8l A5 Av|L4:
87 BT 920 Ao o] WE AT, o] 8 Fol AluIZ4o) QABA Aol $AAE
Aee) B o] 98-S BHIstar.
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