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Hl(Oryza sativa)i= AAZOR A% Ao FEdoleh H £A7kA 54 Sofl B 7|5 Lu19t 9 ol AR
WPAIS) F7hs AlEAe] AV dietel] A2t AelE QoA, Almbue] Azt S-S Far itk 1 Felw 7
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8% 220 A $Iste] AW A% 54 2UsHs SUBIT QTLSJ] SUBIS) 413 547 Agsle]
Mo BIE Z 5 G T T2 QTL 9 Tl geneSS 2] 919 122 71&o]7] Al om, oo it
el BAFREP G040 AT mluIsE Aolth & AIReIAE B47] Ha Helo] T Fohig Hujs
o] 24 Ul A 2ol B4, 27), 9 2 R W) Kol ek $-8-9HAHDEG)S AN,
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B ATROIAE S ALSIOR, 1/5000a EEC] 3R olokstel, Mk He) WA Adsl A A st
k. Hee Aot FYABHAY A/E W FE X A8 olgstgon, Fael A Bl 24
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7] A 9df Al E712 s3HbE BHlgo] SR wef, SARS Huled Hashks AL gRl sk,
olgfgt 27|29 FeHME HHlEl] Sk M 7)Aol e AP AgS fItt Ao R Kk o]gh HrjY
A2 22| sucrose 8] £41S FE5k= = sink activity o] 3HoJ8]4= sucrose phosphate synthase”} 41 & QloflA] tf=
=+ tiy] ko] 7HAsEel om, sucrose H 79t I E sucrose transporterZt FAT}F Qlof A= 7HAgE HhH E7]o A=
Z71 3H9d AS Bl &l T 4 Qeitk AR AR sucroseZHE A% UDP-glucose”} a-D-glucose-1P &
A3E= 7ol BHE gene?] W Ajol= g%l oL, o]% a-D-glucose-1Po| HEFHA] Q] 2Z£7]22l ADP-glucose =
Agle]= PP EE amylose, amylopectin® $HJ &= T of WAE starch synthase, starch branching enzyme 52
o3}k geneE> down regulation == A2 21 skQict E3 My Ao whet FA, £7], o ZF 7|HEE
Solgh WHAO|E e §8-50A15S AUs}Ro0, clustering H41& Bofo] AuEl SHAE] WHsES
FEA31a1 CloA] C871A] cluster groupS A|al¥ct A F-8-74452 KEGG mapperE o830 A, 335,
Z2oiE, AESAY BEE ZF gA S 2418190, glyceraldehyde 3-phosphate dehydrogenase, trehalose
6-phosphate phosphatase, phosphoenolpyruvate carboxykinases-2] Z} thAlzZg oA Eo]#|Q] W32 Ho] <= 15
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