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ABSTRACT

As human life span has increased, people have wanted to live healthier desires. Especially Korea has rapidly
entered an aging society, leading to the burden of medical expenses to the increase of disease accompanying
aging. To alleviate the burden of medical expenses, prediction and prevention are important rather than
treatment of diseases. It is possible to predict and prevent diseases by measuring individual genetic information.
In order to utilize individual’s genetic information Korea’s genetic information is grasped through SNP (800
thousand) and GWAS optimized for the discovery of genetic factors of phenotype and disease of Koreans, The
genetic information of each individual is analyzed in the genetic (constitutional) characteristics of the individual.
In this thesis we develop a classification index so that we can classify populations of specific chronic diseases
(obesity, diabetes or cardiovascular system). Try to develop health care services to manage custom diet and
exercise associated with chronic illness.
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19 1. Manhattan plot
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