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ABSTRACT

We performed integration and standardization of the omics data related agriculture. To do this, we requires
progressed computational methods and bioinformatics infrastructures for integration, standardization, mining, and
analysis. It makes easier biological knowledge to find. we potentialize registration a row and processed data in
NABIC (National Agricultural Biotechnology Information Center) and its processed analysis results were offered
related researchers. And we also provided various analysis pipelines, NGS analysis (Reference assembly,
RNA-seq), GWAS, Microbial community analysis. In addition, the our system was carried out based on the design
and build the quality assurance in management omics information system and constructed the infrastructure for
utilization of omics analyze system. We carried out major improvement quality of omics information system.
First is Improvement quality of registration category for omics based information. Second is data processing
and development platform for web Ul about related omics data . Third is development of proprietary
management information for omics registration database. Forth is management and development of the statistics
module producers about omics data. Last is Improvement the standard upload/ download module for Large omics
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[1] http://nabic.rda.go.kr/

[2] http://nabic.rda.go.kr/nagp/
[3] http://biosharing.org

[4] http://www.obofoundry.org
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