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Design and Implementation of a General Purpose Importing System for

Integrated Data
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TestHbaseTable
a5
1IPrimaryInfo
@@ID,5

@EName, 3

11Desc
@@hescription,6
@@sym, 1
11additionalInfo
@aExref, 4
@@BaselLoc, 2
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—<hbase-table>
<table-name>TestHbaseTable</table-name>
<rowkey-position>5</rowkey-position>

—<columnfamilies>
—<columnfamily name="Primaryinfo">
—<columns>
<column name="ID" position="5"/>
<column name="Name" position="3"/>
</columns>
</columnfamily>
—<columnfamily name="Desc">
—<columns>
<column name="Description" position="6"/>
<column name="Sym" position="1"/>
</columns>
</columnfamily>
—<columnfamily name="Additionallnfo">
—<columns>
<column name="Xref" position="4"/>
<column name="Baseloc" position="2"/>
</columns>
</columnfamily>
</columnfamilies>
</hbase-table>
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