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map (K1, V1, K2, LIST(V2)){

K1 <« data offset number

V1 < 1 Line Text

K2 < Sub Sequence Start Year

V2 < D, Sub Sequence Start Date, Time
)

reduce (K2, LIST(V2), K2, LIST(V3){
K2 < Sub Sequence Start Year
V2 < D, Sub Sequence Start Date, Time
K2 < Sub Sequence Start Year
V3 < D, Sub Sequence Start Date, Time

B =RoAE fAF A2 wjd 7IH ez SE Match
atcholl Al F983 FE2 Al 7=, 9

e AASE FEF Scaling Factor aE 3= H&,

il
>
oo
o
=
wm
fes!
=

shifteliminate(int[] sequence)

int i < 0;
double ave < CALCULATE the average of array

of sequence;

while 1 < sequence.length do
begin

(double)sequenceli] < sequencelil-ave;
end;

return sequence;

£
oz
o

Scaling Factor a& T3t} AL
B A A2 dEe) Ho Al JdE
g we & 5 AdELYE Filo ¥4
al 2

e S Alwstol w43 Fe

AAZ A
IR Rk |
S Ao Al

Ao oAz

+n

i
I

Y
p
= g

Y
I

- 226 -

<3 4> Scaling Factor a 73l YJAEZE=

scailing_gs_a(double[] Tse_gs, double[] Tse_ss)

int 1 < 0;
double Tse_qgs_ss_multiplied[];
double Tse_gs_squared[];

while 1 < Tse_gs.length do
begin
Tse_qgs_ss_multiplied <

Tse_gs_ss_multiplied + Tse_gs[i]*Tse_sslil;
Tse_qgs_squared <

Tse_qgs_squared + Tse_gs[il*Tse_gslil;
end;

return Tse_qgs_ssmultiplied/Tse_gs_squared;
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shifting_offset_qgs_b(int gsll],int ss[])

int i< 0
double offset_b;

while 1 < gs.length do
begin

offset_b < offset_b + (ssli] - (gs_a*gslil));
end,

return offset_b/gs.length;
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