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Table 1. Characteristic of expansin genes of Panax ginseng

Nucleotide p .
. length rotein length
Candidates EST Clone Name Gene Name g (Ami ids) Full length
(bp) mino acids
Expansin A Pg05019E08 PgEXPA1 915 44 -
Pg03042D07 PgEXPA2 762 122 -
Pg02004H01 PgEXPA3 1376 258 @)
Pg02062D04 PgEXPA4 863 177 -
Expansin B Pg06010A12 PgEXPB1 485 257 -
Expansin-like A Pg03025B10 PgEXLA1L 812 237 -
Expansin-like B Pg07029G05 PgEXLB1 929 161 -
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Fig. 1. of

ginseng expansins.

Phylogenetic tree

Panax

Fig. 2. Reverse transcript-PCR analysis
of Panax ginseng expansin genes In
leaf(L), stem(S), root(R),

seed(IS) and ripe seed(RS).

immature
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