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The bacteriological examination of spring water in Seogwipo—city was conducted. A
total 11 spring water samples were performed from January to April, 2010. During the
study period, the range of temperature was from 0.7 to 154C, and result of the
analyses showed that hydrogen ion concentrations (pH) for spring water was 0.33 to 7.8.
salinity levels for sample average of 0.5 to 1.04%, as the result of measuring dissolved
oxygen (DO) for spring water showed that water dissolved oxygen were 1.02 to 7.14 mg/
¢ . The range of total coliform of spring water sample at 11 stations located in the
designated spring water were <1.87>1,600 MPN/100mL. And the range of geometric
mean of total coliform were 1.97117.1 MPN/100mL, The range of fecal coliform of spring
water sample at 11 stations located in the designated spring water were <1.87>1,600
MPN/100mL. And the range of geometric mean of fecal coliform were 1.8768.1
MPN/100mL, respectively. Level of microbial contamination was examined in 11 samples
for indication of  bacterial contamination such as heterophic bacteria,
E'scherichiacoliO157T,H7, salmonella spp., Vibrio parahaemolyticus, Staphylococcus aureus,
Shigella spp. Were frequently detected from the spring water. Salmonella spp., S.aureus
were detected in the range of O~1.OX101, 073.0x10" CFU/ml, respectively, And the
Escherichia coli O157;H7, Vibrio parahaemolyticus, Shigella spp. Were not detected from
the examined spring water samples.
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[Table 1] Springwater quality in Seogwipo city by sampling

station
Temp(C) Salinity pH DO(mg/ #)

St Range szrag Range Avera Range A;gra Range Aveerag
1 151- 156+ 0.0- 0.2+ 7.82-  8.00+ 7.06- 810+
16.1 0.38 0.4 0.17 811 0.11 9.35 0.82

9 147- 157+ 01- 0.2+ 761- 792+ 6.35-  7.58+
16.8 0.80 0.4 0.14 811 0.20 8.97 0.93

3 139- 147+ 01- 0.2+ 7.65-  7.75% 5.92-  6.06
164 0.99 0.3 0.08 796 0.12 6.20 0.10

4 148- 151+ 01- 0.2+ 777 7.88+ 5.53- 571+
15.3 0.21 0.2 0.03 8.04 0.11 5.88 0.12

5 147- 161+ 01- 1.0+ 7.25- 750+ 5.84- 712+
16.8 0.86 3.6 1.49 7.69 0.17 7.90 0.79

6 146- 154+ 01- 0.2+ 7.78- 793+ 6.41-  6.89+
17.0 0.94 04 0.13 8.06 0.12 7.37 0.34

7 14.8- 153+ 0.0- 0.1+ 7.20- 757+ 6.03-  7.55+

15.7 0.31 0.2 0.06 794 0.28 9.40 1.21

3 147- 157+ 0.0-  0.1=% 7.40-  7.76% 5.32-  7.20%
17.0 0.82 0.4 0.15 8.02 0.24 9.43 1.47

9 149- 152+ 0.0- 0.1+ 7.28-  7.88% 769- 793+
15.7 0.29 0.1 0.02 8.45 0.41 8.65 0.42

10 145-  14.8+ 0.0- 0.1+ 7.62- 802+ 747- 748+
15.2 0.24 0.2 0.05 8.63 0.37 7.52 0.02

11 156- 159+ 24-  3.3% 6.56- 757+ 6.81- 696+
164 0.32 4.1 0.66 8.03 0.60 7.19 0.15

tote 139- 154+ 0.0- 0.50+ 6.56-  7.80+ 532- 714+
<170 0.77 4.1 1.05 8.63 0.34 9.43 1.02
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[Table 2] Bacteriological water quality in Spring water by
sampling station.

MPN/100 ml
St Mon. Coliform Fecal coliform
Rnage GM! Rnage GM!

1 174 <1.8711.0 4.1 <1.8711.0 4
2T ARBO 36 <187330 36
T3 174 130716000 1431 <1.871600.0 681
4T A8170 33 <1820 18
5 174 4907>16000 1171 <1879200 306
6174 <1820 19 <1820 18
T4 200 155 - 20110 45
Y 2071300 21 <18790 134
9 1478330 165  <18330 113
10 14 <1845 32 <1845 24
1 T4 17072500 6 407490 232
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[Table 3] Cell number of heterotrophic and pathogenic
bacteria isolated in the spring water in January

2010
(CFU/ml)
. Salmonella  Shigella  EColi Vibrio . Heterophic
St epp SPp. Olspry  PAdenly S aureus Sy
ticus

1 ND ND ND ND ND  6.4x10°
2 ND ND ND ND ND  7.1x10"
3 ND ND ND ND ND 1.4x10"
4 ND ND ND ND ND 1.2x10°
5 ND ND ND ND ND  29x10°
6 ND ND ND ND ND  2.0x10°
7 ND ND ND ND ND  4.0x10°
8 ND ND ND ND ND  2.2x10*
9 ND ND ND ND ND  2.0x10°
10 ND ND ND ND ND 1.0x10°
11 ND ND ND ND ND  1.0x10

[Table 4] Cell number of heterotrophic and pathogenic
bacteria isolated in the spring water in February

2010
(CFU/mD
. . L. Vibrio .
i Sl Sile B ity S ares M
ticus

1 ND ND ND ND ND  80x10°
2 ND ND ND ND 2.0x10"  2.0x10°
3 ND ND ND ND ND  6.0x10°
4 ND ND ND ND ND  1L.1x10*
5  1.0x10" ND ND ND ND  54x10*
6 ND ND ND ND ND  1.4x10
7 ND ND ND ND ND  4.3x10"
8 ND ND ND ND ND  7.0x10°
9 ND ND ND ND 2.0x10"  6.0x10°
10 ND ND ND ND ND  6.0x10°
11 10x10" ND ND ND ND 1.0x10°
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[Table 5] Cell number of heterotrophic and pathogenic
bacteria isolated in the spring water in March

2010
(CFU/mn

Salmonella Shigella  E.Coli Vibrio Heterophic
St " epp b o P ﬁ’g’”‘y § awreus L
1 ND ND ND ND ND  4.0x10°
2 ND ND ND ND ND  5.0x10°
3 ND ND ND ND ND  2.0x10°
4 ND ND ND ND ND  2.0x10°
5 ND ND ND ND ND  2.0x10°
6 ND ND ND ND ND  10x10°
7 ND ND ND ND ND  1.2x10*
8 ND ND ND ND ND  2.0x10°
9 ND ND ND ND 1.0x10"  1.0x10°
10 ND ND ND ND ND  4.0x10°
11 ND ND ND ND ND  3.0x10°

[Table 6] Cell number of heterotrophic and pathogenic
bacteria isolated in the spring water in April

2010
(CFU/ml)
Salmonella  Shigella  E.Coli Vitxio Heterophic
St. SPP. spp.  olsTHT P ”ﬁ;ﬂ"]y S Aureus o teria
1 ND ND ND ND ND  1.4x10*
2 ND ND ND ND ND  6.0x10°
3 ND ND ND ND 3.0x10"  4.9x10*
4 ND ND ND ND ND  2.0x10*
5 ND ND ND ND ND 1.0x10;3
6 ND ND ND ND ND  3.0x10°
7 ND ND ND ND ND  4.0x10°
8 ND ND ND ND ND  2.0x10°
9 ND ND ND ND ND  1.0x10°
10 ND ND ND ND ND  3.0x10°
11 ND ND ND ND 3.0x10"  2.0x10°
A 2
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