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Table 1. Numbers of 45S and 5S rDNA sites in C. officinale and L. chuangxiong

) No. of ) No. of 45S No. of 5S
Species Ploidy ) ]
chromosome rDNA site rDNA site
C. officinale 2n=22 2X 4 4
L. chuangxiong 2n=33 3x 6 6

Table 2. NTS and ITS sequences in C. officinale and L. chuangxiong

Species NTS ITS1 ITS2
C. officinale 199 226 220
L. chuangxiong 198 226 221
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