2] A] 38-HSD, 178-HSD, StAR mRNA #&o] 7+43131r} Western bloto| = AF T 229 B4
celld] p-ERK, JAK2, p-JAK29] 2&o] glojM GHY IGF-19] F4S dA4sAY 7aN7s A
53] STAT39 7% BPAY] FF st Ada 229 28-S st ZaARTh

Conclusion: 23 Z3}ol|A & 5 glZo] GHY IGF-1 59 AAAE Leydig cello] Ad2dIAE
o] HHE F7MNZIXT BPAY QElM 2 &3t AasAY dAHE @48 S8 E8 GH Al
2l3l] Leydig cell®] steroidogenesisoll #jshs= G459 W] F7lsle 2& F3) GHol o A& 7]%0]
Ao 2HEE & 5 A} ol BPAY GOz U3l Leydig cell A Aolut Gl FTo]
S AOE o= gk WMt R A FAH O 29 negative AR o]oJF HCFE ALRHL

P-16 Genes Stimulated by the Activation of PKC( after
LH/hCG Treatment in the Rat Ovary

You Mi Seo, Sun Gyun Kim, Sang Young Chun
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Objectives: The present study was aimed to identify PKCl-regulated genes in the preovulatory granulosa cells following
LH stimulation by using annealing control primer-based PCR method.

Methods: 1. Granulosa cell isolation and culture 2. Annealing control primer (ACP) RT-PCR analysis and cloning of
c¢DNAs 3. Northem blot analysis 4. In situ hybridization 5. Western analysis 6. MTT assay.

Results: Among 16 genes identified, six (testin, glypican-4, retrovirus SC1, connective tissue growth factor, aminolevulinic
acid synthase 1 and serum inducible kinase) showed rapid and transient stimulation of mRNA levels by LH/hCG in the
ovary of PMSG-primed immature rat. In situ hybridization analysis revealed that LH/hCG administration induced the
expression of these six genes in granulosa cells of preovulatory follicles. The Western analysis showed that protein levels of
testin and serum-inducible kinase were also increased by LH/hCG. The expression of remaming 10 identified genes in the
ovary was stimulated during 24~72 h following LH/hCG treatment. MTT assay revealed that treatment of preovulatory
granulosa cells with high dose of protein kinase C inhibitor RO 31-8220 (10 uM) or PKC-specific inhibitor pseudosubstrate
peptide markedly suppressed cell survival, indicating anti-apoptotic function of PKC{ pathway.

Conclusion: The present data demonstrate the identification of PKC{-regulated genes during ovulation which implicates

the possible role of PKC{ pathway in the process of luteinization.
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