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Functional classification of differentially expressed genes in response
to ozone and UV-B stress in soybean
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Ji-Suk Park’, Sang-Kyu Lee', Kyung-Hee Kim', Sun-Hee Woo’, and Byung-Moo Lee""
1Dongguk Univ., Seoul, *NICS, Sunwon. 3Chungbuk National Univ., Cheongju

To identify the genes specifically or predominantly expressed at ozone and UV-B treated soybean
leaves, this study compared the differential expression levels of mRNA fragments at untreated
leaves and treated leaves using differential banding patterns in agarose gels. The differentially
expressed transcripts were discovered 408 bands in O; fumigated soybean leaves and 421 bands
in UV-B illuminated soybean leaves. The 382 of differentially expression genes (DEGs) in O;
fumigated soybean leaves and 356 of DEGs in UV-B illuminated soybean leaves were sequenced.
Using BLASTx, the putative function of expressed sequence tags was identified. The putative
functional classes of the Os;- and UV-B-responded DEGs were categorized by two databases:
Gene Ontology and MIPS.
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