Method: YAE 37085} A% nUsix] (PWG Genetics Korea, Ltd.)E T-viite] A5 2 A8}
229 total RNAE first-strand cDNAsZ S AL 8195t DNA TAIL olzle] Z7A 0% A4

soith #F e 2 20 pE 3F3ler 7)o 3 g of the purified total RNA, 4 pl of 5X reaction
buffer (Promega, Madison, WI, USA), 5 ul of dNTPs (each 2 mM), 2 ul of 10 uM dT-ACP1, 0.5 pl of RNasin®
RNase Inhibitor (40 U/ul Promega), and 1 pl of MMLYV reverse transcriptase (200 U/pl Promega) 5°] 3Hr= %
= 3tod 150 at 2T 202 AAEA A7)0l 80 Wl 285 SHTE Aol HFH = 100 wrt
H 52 8ld GeneFishing™ PCRE A& wWi7hA] -207Col| BB L) Annealing Control Primer (ACP)-
PCR-E GeneFishing™ DEG kits (Seegene, Seoul, South Korea)E& ©]8-3lo] AA|E500, 27L& b33
2ol AHFY Y 28& 94T 18, 50T 38, 2 72T 1R LF gxbel] Mg v 94T 403,
65T 402, B 72T 40%9 Z7A0T 4031 WEsled FEAZ oS HFH oz 72T ¥ 5 A
st A7) E 418 ABI PRISM®3100-Avant Genetic Analyzer (Applied Biosystems, USA)E ©]8-3}
o AArsksith

Results: 4507} o1&} #3427 #elsgion 1% 38709 Soldd F4x0t AAH/U. °1& F
A 30709 Holdd fAREY ArIAEE Hebdt Ax 2579 fAEAE 2 7)ol ¥EA e
Frriaple] ERAE a1, YojA] 59 faxbe obd o 7)%o] setE)R] e frAtde] AdH

Conclusions: ©}2 1 71%0] 5] ¢ §xA) )8 AP0} 2/1H 08 o]Fojxjol & Ao
2 fdEy, 3 1 7)Fo] 21dE 4 FL}E Gl whegkn} FAE el gt FHH A
7} o]Fold g ] A W FH3Q ojsizt Fobd AoE AtgdETh
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T
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P-9 Effects of Bovine Somatotropin (bST) on the
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Background & Objectives: This study was performed to determine the effect of bovine somatotropin
(bST) treatment on the concentration of plasma hormonal levels, the production of embryos, and the
expression of the specific gene in uterine epithelial cells (BUEC) at day 7 of estrus cycle (D-7) in Korean
native beef cattle (Hanwoo) during hyperstimulation.

Method: For superovulation treatment, Hanwoos were treated with controlled internal drug release
{CIDR) combined with bST (bST, n=4) or without bST {control, n=6). To analyse specific gene expression,
RAPD-PCR, cloning, sequencing, and semi-quantitative RT-PCR were peformed.

Results: The concentration of plasma IGF-I level was significantly higher in bST group compared to that
of control group at day 7 of estrus cycle (p<0.01). The number of excellent quality embryos was signifi-
cantly higher in bST group than that of control group (p<0.01). After random amplified polymorphic DNA-
polymerase chain reaction (RAPD-PCR) using 40 random prirmers, we identified four specific bands in D-7
BUEC from bST group. Result of DNA sequencing, a 584 bp band of the specific gene was obtained.
Basic Local Alignment Search Tool (BLAST) searches revealed that it had homology with 7 bovine
expressed sequencing tags (ESTs) ranged from 84% to 89%. The specific gene was expressed in the fetus
brain (7 months, &), fetus ovary (4 months, @), D-7 BUEC of bST group, but not in control group by
semi-quantitative RT-PCR.

Conclusions: Based on these results, bST treatment during superovulation treatment was an effective
method to increase the plasma hormonal levels and to produce high quality of embryos because of the
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