Method: 1 pM 3= 10 pM SNP7}F S8 5 LU. PMSG 0.1 coZ 1) 6~957% (1), 2) 14~167% (Il
), 202657 ()Y ZA 35579 d=diY 23 ABF (Cs7BLY B4 W] FABIICE sSNe7t &
FHA & 5 LU PMSGTHE Y AF 9 AFAL 6739 ABF ol FAlete] 42t $4 tixaat A
2FoZ o] &3tk PMSG FAF 48A17H 0.1 ¢ 5 LU. hCGE 27 W FAI8l, FA| 10~125
2 7H) SEol gElE 34 AF 111 AR FHo] #EE AFHNA hCG FAF F 18ATHA
vz A2 wjo} Favt o)tk A AH 17k AFHE wel F, AFHE HA =)
o} 7k d] T Hs7E s vAAA el wlote] g, @ Rulo} AL BEBGIE wjol AF F
7y 79 whAh 232 A A Western blot E HAZAZSHAA W 07 VEGF HdH-E ZARIITH

Results: SNP&} PMSGE] B4 F97t 6~9F8 2 14~167H] AAgAFH oAM= AFE wo} 42
Fufjo} LAY thall PMSGRHE FoJdt tizwd} 2pol7 glleh ey Bk FHo] HL2 20~265
Hol 2} A8F o) SNPYF PMSGE T & 7Z-¢ AFH T vlo} 79} Tujjoirix|o] WA o] vzl
vl st U1kl en, 53] gizTolA Y Thljo}l HEEL 15%E FE0] 2- EE 4-4E7]
Aol A wl) o] JAlE ¥FA SNPE Fol3 A9 SNP &0 oEH R ¥ufjo} WEEo| Ut
3 TH (1 uM SNP: 35.6%, 10 uM SNP: 47.4%). Western blot 302 VEGF 2@ S 2418 23
SNP Fof a7} QIUY 14~165% 2] diol i VEGFY #do] SNP F4 w5l #Alglel =
T zol7t gien, 23y ¥ fEH R i fgadste ATE Bvh 2t SNP Fof &3
7F 08Y 20~26F3 9] 18 AAAH GdaolE SNP FEo oEHoF VEGF wio] uzvtol
Hlal Fo]akA S71etn WAt d A A 32 gyuba oA BEE A

Conclusions: 1% 339 FiRfHrEA YHAE223) 7 SNPY F4A] Foi7} o AA% vx
g ufjo} 2o} vijo} g FHE Ad UAE FE80, o]2idt A¥Ut SNPEFH A E Nool| 9%
T FZQAAR] VEGFY] da v} 2d F7ket AV e Aos AzEnt

P-3 Association Study for Single Nucleotide Polymorphisms
in INSR Gene and Polycystic Ovary Syndrome

Eung-Ji Leel, Jung-Mi Parkl, Sook-Hwan Leel, Bermseok Oh?,
Jong-Young Lee?, Kuchan Kimm?, Kwang-Hyun Baek'

!Graduate School of Life Science and Biotechnology, Pochon CHA University,
*Center for Genome Science, Korea National Institute of Health

Background & Objectives: Polycystic ovary syndrome (PCOS) is an endocrine disorder which is
frequently shown in premenopausal women and a number of patients with PCOS have symptom of high
risk for type 2 diabetes.

Method: To evaluate associations between several single nucleotide polymorphisms (SNPs) of the
insulin receptor (INSR) gene and PCOS in a Korean population, we have sequenced all exons of INSR to
discover SNPs. After selecting 9 candidate SNPs which include +109482 A>G, +109665 C>T, +125498
A>G, +127527 G>A, +143485 G>C, +161822 G>A, +168606 C>T, +168828 T>A and +176477 C>T, we
recruited 134 women with PCOS and 100 healthy women. For genotyping of polymorphic sites, we used
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TagMan SNP genotyping assays. Also, we used HapAnalyzer for association studies.

Results: 8 analyzed SNPs of INSR in this report including +109482 A>G, +109665 C>T, +125498
A>G, +127527 G>A, +143485 G>C, +161822 G>A, +168606 C>T and +168828 T>A are not associated
with PCOS in a Korean population due to the fact that they had similar frequencies of three genotypes
between PCOS and control groups. And the frequency of minor allele for +176477 C>T in INSR was
significantly higher in control group than in the patient group.

Conclusions: In this study, we identified a novel SNP in INSR gene (+176477 C>T), which shows the
significant association with PCOS. The frequency of this minor allele was much higher in a control group
than in the PCOS patient group at a significant level (p=0.0401). From this result, we suggest that the minor

allele T in +176477 C>T of INSR gene may have a protective effect in pathogenesis of PCOS in a Korean
population.

P-4 Effects of Media on Blastocyst Quality and
Pregnancy Rate in Mouse and Human

Kee Sang Park, Min Ji Chung, Taek Hoo Lee, Sang Sik Chun

Department of Obstetrics & Gynecology, Kyungpook National University, School of Medicine

Background & Objectives: The aim of this study was to investigate the effects of two different media
on blastulation, blastocyst quality and pregnancy rate in both mouse and human.

Method: In mouse, total of 376 two cell embryos were retrieved from ICR female mice (3~4 weeks
old) at 48 h after 5 IU hCG injection (mated just after hCG injection) and cultured in TCM (n=138) and
MEM (n=138) respectively. The blastocysts were graded from zona-intact (ZiB) to zona-escape (hatching
and hatched, ZeB) at 72 h after culture. Total TE and ICM cell numbers of blastocysts were analyzed after
differential staining. In human, total of 49 couples (TCM or MEM in sibling: n=10; TCM: n=20; MEM:
n=19) were included in this study. Developmental capacity of oocytes was evaluated with the sibling cocytes
of same patients cultured in TCM or MEM. Clinical pregnancy rate was evaluated with the transferred
blastocysts of different patients cultured in TCM or MEM. Blastocysts were graded (BG1, BG2, BG3 and
early) on day 5~7, and transferred (n=2~4) on day 5. Statistical analysis was performed using x° and
Student's t-test and considered statistically significant when p-value was <0.05.

Results: In mouse, blastulation rate (BR) and ZiB rate in MEM (66.7% and 33.3%) were significantly
higher (p<0.05) than those in TCM (59.4% and 25.4%). No difference was found in ZeB rate between
MEM and TCM (32.6% and 34.1%). Total of 160 blastocysts (TCM: n=79; MEM: n=81) were stained.
Mean cell number of blastocysts was significantly higher (p<0.01) in TCM (70.0) than that in MEM (57.8).
Differential staining was successfully performed in 70 blastocysts (TCM: n=37; MEM: n=33). The per-
centage of ICM was significantly higher (p<0.05) in MEM than that in TCM (20.6% vs. 16.9%). However,
the ICM: TE ratio was significantly higher (p<0.05) in TCM than that in MEM (1:4.92 vs. 1:3.86). In
human, there were no statistically significant differences in the rate of fertilization, cleavage and total
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