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Fig. 1. Phylogenetic tree of Rbj-converting strain, e e '
GS B ) GS4
Terrabacter tumescens GS653. (‘S$\ 5 . 75853

Fig. 2. TLC chromatogram of
the ginsenoside-Rb; metabolites
fomed by F-glucosidase
producing bacterium,
strain GS653.
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