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Table 1. Effect of silicon application on nitrogen uptake in rice.

N atom %

Treatment - Sampling time Total N %
Control 6 h after treatment 1.61 0.37
°N 2mM " 151 1.04
"N 4mM " 2.06 1.05
N 8mM " 1.97 1.37
*N 2mM+Si ImM " 1.67 0.91
N 4mM+Si ImM " 1.86 0.83
"N 8mM+Si 1mM " 1.95 1.22
Control 12 h after treatment 1.65 0.40
“N 2mM " 1.93 1.32
°N 4mM " 2.06 159
N 8mM " 1.72 2.30
“N 2mM+Si 1mM " 1.77 1.18
°N 4mM+Si 1mM " 1.83 1.57
N 8mM+Si 1mM " 2.00 1.76
pH 4.0 pH 10.0
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Fig. 1. Protein expression patterns of rice with 12h after silicone application. 2-D gel of basic
CHAPS-souble protein extract from Dongjinbyeo.(Left: 12h Cont, Right: 12h Si 1mM)

Table 2. Proteins identified by MASS of Dongjinbyeo with 12h after silicone application.

Spot ID MW, PI  Control Si 1ImM Identification result
1 1022 21.09 493 0 Rieske Fe-S precursor protein
2 2106 29.26 501 0 Putative thioredoxin-like protein CDSP32
3 2204 3654 5.00 0 Putative Ser/The protein phosphatase
4 2205 36.12 502 0 -
5 2605 64.17 5.01 0 Putative glucose-6-phosphate isomerase
6 2607 62.30 503 0 Importin alpha 1b
7 4011 2108 556 0 Rieske Fe-S precursor protein
8 5011 2089 6.20 0 Rieske Fe-S precursor protein
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