Gene Expression of P1B-ATPases in Arabidopsis Thaliana
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Methods :

. Plant Genomic DNA % (Bio-solution)
. RT- PCR: tubulin primer2 7} 7]3% cDNAEQ & W& okAal grx
. HMA1-8 gene specific primer2 #| 2}

Results and Discussion
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Fig. 1. Phylogenetic tree of Arabidopsis
P-type ATPases.
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Fig. 3. Expression of AtHMAs by RT-PCR
in RH(root hair), WR(whole root), L(leaf) in

2-week seedings.
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Fig. 2. Alignment of AtHMA (1~8) genes
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Fig. 4. Expression of AtHMA in
organs (F:flower, S:stem, L:leaf,
R:root) by RT-PCR



